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SEQUENCE LISTING 



<120> Determining Common Functional Alleles in a Population and Uses 
Therefor 

<130> 044921-5054-02 

<140> US 09/923,327 

<141> 2001-08-08 

<150> US 08/598,591 

<151> 1996-02-12 

<150> US 08/798,691 

<151> 1997-02-12 

<150> US 08/905,772 

<151> 1997-08-04 

<150> US 09/084,471 

<151> 1998-03-22 

<150> US 09/129,134 

<151> 1998-08-04 

<150> US 09/524,794 

<151> 2000-03-14 

<160> 262 

<170> Patentln version 3.1 

<210> 1 

<211> 19 

<212> DNA 

<213> Homo sapiens 

<400> 1 

cgcgtctgct tatgattgg 



<210> 2 

<211> 18 

<212> DNA 

<213> Homo sapiens 

<400> 2 

tctctgaggc gggaaagg 



<210> 3 

<211> 20 

<212> DNA 

<213> Homo sapiens 



1 



\ 



<400> 3 

tttttttttt tttaaggagc 



20 



<210> 4 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 4 

cacattttta tttttctact c 21 



<210> 5 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 5 

gcttataaaa ttttaaagta 



<210> 6 

<211> 19 

<212> DNA 

<213> Homo sapiens 

<400> 6 

ctggaatctc ctctatcac 19 



<210> 7 

<211> 23 

<212> DNA 

<213> Homo sapiens 

<400> 7 

ttcatttttg cttttcttat tec 23 



<210> 8 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 8 

atatgacaga aatatccttc 20 



<210> 9 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 9 

cagtggtata gaaatcttcg a 21 



2 



<210> 10 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 10 

tttttttttt ttttacctga 20 



<210> 11 

<211> 20 

<212> DNA 

<213> Homo sapiens 



<210> 12 

<211> 19 

<212> DNA 

<213> Homo sapiens 

<400> 12 

tgggtaactg caggttaca 19 



<210> 13 

<211> 18 

<212> DNA 

<213> Homo sapiens 



<210> 14 

<211> 24 

<212> DNA 

<213> Homo sapiens 

<400> 14 

agtatatatt gtatgagttg aagg 24 



<210> 15 

<211> 25 

<212> DNA 

<213> Homo sapiens 



<400> 11 

actaatgagc ttgccattct 



20 



<400> 13 

gacttacgtg cttagttg 



18 



<400> 15 

gatttgtatt ctgtaaaatg agate 



25 



<210> 
<211> 



16 
23 



3 



<212> DNA 

<213> Homo sapiens 

<400> 16 

ggcctttgct ttttaaaaat aac 



<210> 17 

<211> 22 

<212> DNA 

<213> Homo sapiens 

<400> 17 

gtctttaccc attatttata gg 



<210> 18 

<211> 22 

<212> DNA 

<213> Homo sapiens 

<400> 18 

gtatagacaa aagaattatt 



<210> 19 

<211> 23 

<212> DNA 

<213> Homo sapiens 

<400> 19 

ggtagtaggt atttatggaa 



<210> 20 

<211> 19 

<212> DNA 

<213> Homo sapiens 

<400> 20 

catgttagag catttaggg 



<210> 21 

<211> 19 

<212> DNA 

<213> Homo sapiens 

<400> 21 

cacattgctt ctagtacac 



<210> 22 

<211> 18 

<212> DNA 

<213> Homo sapiens 



<400> 22 

ccaggtgaca ttcagaac 



<210> 23 

<211> 19 

<212> DNA 

<213> Homo sapiens 

<400> 23 

attcagtatt cctgtgtac 



<210> 24 

<211> 17 

<212> DNA 

<213> Homo sapiens 

<400> 24 

cgttaccccc acaaagc 



<210> 25 

<211> 20 

<212> DNA 

<213> Homo 

<400> 25 
atgctatgtc 



sapiens 
agtgtaaacc 



<210> 26 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 26 

ccacaggaaa acaactatta 



<210> 27 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 27 

taccacattt tatgtgatgg 



<210> 28 

<211> 17 

<212> DNA 

<213> Homo sapiens 

<400> 28 

ggggtagtaa gtttccc 



<210> 29 

<211> 18 

<212> DNA 

<213> Homo sapiens 

<400> 29 

ctcttctcat gctgtccc 



<210> 30 

<211> 20 

<212> DNA 

<213> Homo 

<400> 30 
atagagaagc 



sapiens 



taagttaaac 



<210> 31 

<211> 20 

<212> DNA 

<213> Homo 

<400> 31 
taattactca 



sapiens 
tgggacattc 



<210> 32 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 32 

ggcactgaca gttaacacta 



<210> 33 

<211> 18 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> M13 tail for forward primers 

<400> 33 

tgtaaaacga cggccagt 



<210> 34 

<211> 18 

<212> DNA 

<213> Artificial sequence 



<220> 

<223> M13 tail for reverse primers 



<400> 34 

caggaaacag ctatgacc 



<210> 35 

<211> 19 

<212> DNA 

<213> Homo sapiens 

<400> 35 

aggcactgag gtgattggc 



<210> 36 

<211> 19 

<212> DNA 

<213> Homo sapiens 

<400> 36 

tcgtagccct taagtgagc 



<210> 37 

<211> 22 

<212> DNA 

<213> Homo sapiens 

<400> 37 

tgaggcacta ttgtttgtat tt 



<210> 38 

<211> 22 

<212> DNA 

<213> Homo sapiens 

<400> 38 

tgttggtgtt gaatttttca gt 



,<210> 39 

<211> 22 

<212> DNA 

<213> Homo sapiens 

<400> 39 

agagatttgg aaaatgagta ac 



<210> 40 

<211> 19 

<212> DNA 

<213> Homo sapiens 

<400> 40 

acaatgtcat cacaggagg 



<210> 41 

<211> 18 

<212> DNA 

<213> Homo sapiens 

<400> 41 

tgaggtgaca gtgggtga 



<210> 42 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 42 

gattactctg agacctaggc 



<210> 43 

<211> 22 

<212> DNA 

<213> Homo sapiens 

<400> 43 

gattttctct tttccccttg gg 



<210> 44 

<211> 23 

<212> DNA 

<213> Homo sapiens 

<400> 44 

caaacaaagc ttcaacaatt tac 



<210> 45 

<211> 26 

<212> DNA 

<213> Homo sapiens 

<400> 45 

gggttttatt ttcaagtact tctatg 



<210> 46 

<211> 26 

<212> DNA 

<213> Homo sapiens 

<400> 46 

gctcagcaac tgttcaatgt atgagc 



<210> 47 
<211> 18 



<212> DNA 

<213> Homo sapiens 

<400> 47 

ctagtgtgtg tttttggc 



<210> 48 

<211> 18 

<212> DNA 

<213> Homo sapiens 

<400> 48 

cataacctta tctccacc 



<210> 49 

<211> 23 

<212> DNA 

<213> Homo sapiens 

<400> 49 

ctcagccatg agacaataaa tec 



<210> 50 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 50 

ggttcccaaa taatgtgatg g 



<210> 51 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 51 

gtttatggga aggaaccttg t 



<210> 52 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 52 

tggtcccata aaattccctg t 



<210> 53 

<211> 24 

<212> DNA 

<213> Homo sapiens 



<400> 53 

catgactttg tgtgaatgta cacc 



<210> 54 

<211> 24 

<212> DNA 

<213> Homo sapiens 

<400> 54 

gaggagagcc tgatagaaca tctg 



<210> 55 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 55 

gggctttttc tccccctccc 



<210> 56 

<211> 18 

<212> DNA 

<213> Homo sapiens 

<400> 56 

aaaatctggg ctctcacg 



<210> 57 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 57 

tttaatacag actttgctac 



<210> 58 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 58 

gaaaagccaa agttagaagg 



<210> 59 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 59 

tgcaacccac aaaatttggc 



<210> 60 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 60 

ctttctccat ttccaaaacc 



<210> 61 

<211> 18 

<212> DNA 

<213> Homo sapiens 

<400> 61 

tggtgtctct agttctgg 



<210> 62 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 62 

cattgttgta gtagctctgc 



<210> 63 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 63 

gcagaactat gtctgtctca 



<210> 64 

<211> 19 

<212> DNA 

<213> Homo sapiens 

<400> 64 

cggtcagttg aaatgtcag 



<210> 65 

<211> 19 

<212> DNA 

<213> Homo sapiens 

<400> 65 

catttggatc cgttaaagc 



<210> 66 
<211> 23 



<212> DNA 

<213> Homo sapiens 

<400> 66 

cacccggctg gaaattttat ttg 



<210> 67 

<211> 22 

<212> DNA 

<213> Homo sapiens 

<400> 67 

ggaaaggcac tggagaaatg gg 



<210> .68 

<211> 25 

<212> DNA 

<213> Homo sapiens 

<400> 68 

ccctccagca cacatgcatg taccg 



<210> 69 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 69 

taagtagtct gtgatctccg 



<210> 70 

<211> 18 

<212> DNA 

<213> Homo sapiens 

<400> 70 

atgtatgagg tcctgtcc 



<210> 71 

<211> 18 

<212> DNA 

<213> Homo sapiens 

<400> 71 

gacaccagtg tatgttgg 



<210> 72 

<211> 20 

<212> DNA 

<213> Homo sapiens 



<400> 72 

gagaaagaag aacacatccc 



20 



<210> 73 

<211> 24 

<212> DNA 

<213> Homo sapiens 

<400> 73 

gaagttgtca ttttataaac cttt 24 



<210> 74 

<211> 22 

<212> DNA 

<213> Homo sapiens 



<210> 75 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 75 

tcctgacaca gcagacatta 2 0 

<210> 76 

<211> 20 

<212> DNA 

<213> Homo sapiens 



<210> 77 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 77 

ctcttaaggg cagttgtgag 20 



<210> 78 

<211> 20 

<212> DNA 

<213> Homo sapiens 



<400> 74 

tgtcttttct tccctagtat gt 



22 



<400> 76 

ttggatttcg ttctcactta 



20 



<400> 78 

ttcctactgt ggttgcttcc 



20 



13 



<210> 79 

<211> 23 

<212> DNA 

<213> Homo sapiens 

<400> 79 

cttattttag tgtccttaaa agg 



<210> 80 

<211> 22 

<212> DNA 

<213> Homo sapiens 

<400> 80 

tttcatggac agcacttgag tg 



<210> 81 

<211> 23 

<212> DNA 

<213> Homo sapiens 

<400> 81 

cacaacaaag agcatacata ggg 



<210> 82 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 82 

tcgggttcac tctgtagaag 



<210> 83 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 83 

ttctcttcag gaggaaaagc a 



<210> 84 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 84 

gctgcctacc acaaatacaa a 



<210> 85 
<211> 21 



<212> DNA 

<213> Homo sapiens 

<400> 85 

ccacagtaga tgctcagtaa a 



<210> 86 

<211> 23 

<212> DNA 

<213> Homo sapiens 

<400> 86 

taggaaaata ccagcttcat aga 



<210> 87 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 87 

tggtcagctt tctgtaatcg 



<210> 88 

<211> 24 

<212> DNA 

<213> Homo sapiens 

<400> 88 

gtatctaccc actctcttct tcag 



<210> 89 

<211> 19 

<212> DNA 

<213> Homo sapiens 

<400> 89 

ccacctccaa ggtgtatca 



<210> 90 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 90 

tgttatgttg gctccttgct 



<210> 91 

<211> 22 

<212> DNA 

<213> Homo sapiens 



<400> 91 

cactaaagac agaatgaatc ta 



<210> 92 

<211> 22 

<212> DNA 

<213> Homo sapiens 

<400> 92 

gaagaaccag aatattcatc ta 



<210> 93 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 93 

tgatggggag tctgaatcaa 



<210> 94 

<211> 22 

<212> DNA 

<213> Homo sapiens 

<400> 94 

tctgctttct tgataaaatc ct 



<210> 95 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 95 

agcgtcccct cacaaataaa 



<210> 96 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 96 

tcaagcgcat gaatatgcct 



<210> 97 

<211> 22 

<212> DNA 

<213> Homo sapiens 

<400> 97 

gtataagcaa tatggaactc ga 



<210> 98 

<211> 23 

<212> DNA 

<213> Homo sapiens 

<400> 98 

ttaagttcac tggtatttga aca 



<210> 99 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 99 

gacagcgata ctttcccaga 



<210> 100 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 100 

tggaacaacc atgaattagt c 



<210> 101 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 101 

ggaagttagc actctaggga 



<210> 102 

<211> 22 

<212> DNA 

<213> Homo sapiens 

<400> 102 

gcagtgatat taactgtctg ta 



<210> 103 

<211> 22 

<212> DNA 

<213> Homo sapiens 

<400> 103 

tgggtcctta aagaaacaaa gt 



<210> 104 
<211> 21 



<212> DNA 

<213> Homo sapiens 



<400> 104 

tcaggtgaca ttgaatcttc c 



<210> 105 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 105 

ccactttttc ccatcaagtc a 



<210> 106 

<211> 22 

<212> DNA 

<213> Homo sapiens 

<400> 106 

tcaggatgct tacaattact tc 



<210> 107 

<211> 23 

<212> DNA 

<213> Homo sapiens 

<400> 107 

caaaattgaa tgctatgctt aga 



<210> 108 

<211> 20 

<212> DNA 

<213> Homo 

<400> 108 
tcggtaaccc 



sapiens 
tgagccaaat 



<210> 109 

<211> 20 

<212> DNA 

<213> Homo 

<400> 109 
gcaaaagcgt 



sapiens 



ccagaaagga 



<210> 110 

<211> 22 

<212> DNA 

<213> Homo sapiens 



<400> 110 

tatttgcagt caagtcttcc aa 



<210> 111 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 111 

gtaatattgg caaaggcatc t 



<210> 112 

<211> 22 

<212> DNA 

<213> Homo sapiens 

<400> 112 

taaaatgtgc tccccaaaag ca 



<210> 113 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 113 

gtcctgccaa tgagaagaaa 



<210> 114 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 114 

tgtcagcaaa cctaagaatg t 



<210> 115 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 115 

aatggaaagc ttctcaaagt a 



<210> 116 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 116 

atgttggagc taggtcctta c 



210> 117 
211> 22 
212> DNA 

213> Homo sapiens 
<400> 117 

ctaacctgaa ttatcactat 



<210> 118 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 118 

gtgtataaat gcctgtatgc a 



<210> 119 

<211> 19 

<212> DNA 

<213> Homo sapiens 

<400> 119 

tggctgccca ggaagtatg 



<210> 120 

<211> 23 

<212> DNA 

<213> Homo sapiens 

<400> 120 

aaccagaata tctttatgta gga 



<210> 121 

<211> 22 

<212> DNA 

<213> Homo sapiens 

<400> 121 

aattcttaac agagaccaga 



<210> 122 

<211> 22 

<212> DNA 

<213> Homo sapiens 

<400> 122 

aaaactcttt ccagaatgtt gt 



<210> 123 
<211> 20 



<212> DNA 

<213> Homo sapiens 

<400> 123 

gtgtagaacg tgcaggattg 



<210> 124 

<211> 18 

<212> DNA 

<213> Homo sapiens 

<400> 124 
tcgcctcatg tggtttta 



<210> 125 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 125 

ggctctttag cttcttagga 



<210> 126 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 126 

gagaccattt tcccagcatc 



<210> 127 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 127 

ctgtcattct tcctgtgctc 



<210> 128 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 128 

cattgttaag gaaagtggtg 



<210> 129 

<211> 20 

<212> DNA 

<213> Homo sapiens 



<400> 129 

atatgacgtg tctgctccac 



<210> 130 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 130 

gggaatccaa attacacagc 



<210> 131 

<211> 22 

<212> DNA 

<213> Homo sapiens 

<400> 131 

aagctcttcc tttttgaaag tc 



<210> 132 

<211> 22 

<212> DNA 

<213> Homo sapiens 

<400> 132 

gtagagaaat agaatagcct ct 



<210> 133 

<211> 20 

<212> DNA 

<213-> Homo sapiens 

<400> 133 

tcccattgag aggtcttgct 



<210> 134 

<211> 20 

<212> DNA 

<213> Homo 

<400> 134 
gagaagactt 



sapiens 
ctgaggctac 



<210> 135 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 135 

tgaagtgaca gttccagtag t 



<210> 136 

<211> 23 

<212> DNA 

<213> Homo sapiens 

<400> 136 

cattttagcc attcattcaa caa 



<210> 137 

<211> 22 

<212> DNA 

<213> Homo sapiens 

<400> 137 

atgaattgac actaatctct gc 



<210> 138 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 138 

gtagccagga cagtagaagg a 



<210> 139 

<211> 24 

<212> DNA 

<213> Homo sapiens 

<400> 139 

gaataatata aattatatgg ctta 



<210> 140 

<211> 19 

<212> DNA 

<213> Homo sapiens 

<400> 140 

cctagtcttg ctagttctt 



<210> 141 

<211> 24 

<212> DNA 

<213> Homo sapiens 

<400> 141 

atctgaagtg gaaccaaatg atac 



<210> 142 
<211> 26 



<212> DNA 

<213> Homo sapiens 

<400> 142 

acgtggcaaa gaattctctg aagtaa 



<210> 143 

<211> 22 

<212> DNA 

<213> Homo sapiens 

<400> 143 

aagaagcaaa atgtaataag ga 



<210> 144 

<211> 22 

<212> DNA 

<213> Homo sapiens 

<400> 144 

catttaaagc acatacatct tg 



<210> 145 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 145 

tctagaggca aagaatcata 



<210> 146 

<211> 22 

<212> DNA 

<213> Homo sapiens 

<400> 146 

caagattatt cctttcatta gc 



<210> 147 

<211> 22 

<212> DNA 

<213> Homo sapiens 

<400> 147 

aaccaaaaca caaatctaag ag 



<210> 148 

<211> 23 

<212> DNA 

<213> Homo sapiens 



<400> 148 

gtcattttta tatgctgctt tac 



<210> 149 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 149 

ggttttatat ggagacacag g 



<210> 150 

<211> 23 

<212> DNA 

<213> Homo sapiens 

<400> 150 

gtatttacaa tttcaacaca age 



<210> 151 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 151 

atcacagttt tggaggtagc 



<210> 152 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 152 

ctgacttcct gattcttcta a 



<210> 153 

<211> 22 

<212> DNA 

<213> Homo sapiens 

<400> 153 

accatgtagc aaatgagggt ct 



<210> 154 

<211> 22 

<212> DNA 

<213> Homo sapiens 

<400> 154 

gcttttgtct gttttcctcc aa 



<210> 155 

<211> 19 

<212> DNA 

<213> Homo sapiens 

<400> 155 

aaccacaccc ttaagatga 19 



<210> 156 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 156 

gcataagtag tggattttgc 20 



<210> 157 

<211> 31 

<212> DNA 

<213> Homo sapiens 

<400> 157 

gggcccggat ccatggcaat gcagatgcag c 31 



<210> 158 

<211> 43 

<212> DNA 

<213> Homo sapiens 

<400> 158 

gggccccaat ggatatcatt cagtctttgg catctcccac tec 43 



<210> 159 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 159 

cacgaggcat ggegctgagg 20 



<210> 160 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 160 

ccgggccttg tctgtccact 20 



<210> 161 
<211> 20 
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<212> DNA 

<213> Homo sapiens 



<400> 161 
gtctacccca 

<210> 162 

<211> 20 

<212> DNA 

<213> Homo 

<400> 162 
tcatcatctg 



<210> 163 

<211> 20 

<212> DNA 

<213> Homo 

<400> 163 
tgcaggagga 

<210> 164 

<211> 20 

<212> DNA 

<213> Homo 

<400> 164 
tctgtcagcg 

<210> 165 

<211> 20 

<212> DNA 

<213> Homo 

<400> 165 
agcacaggcc 



<210> 166 

<211> 20 

<212> DNA 

<213> Homo 

<400> 166 
gaaaagggga 

<210> 167 

<211> 32 

<212> DNA 

<213> Homo 



ttgaccatgg 

sapiens 
agtactgctg 

sapiens 
agaagacctg 

sapiens 
ccaggggact 

sapiens 
tgctgcacct 

sapiens 
agtggggcag 

sapiens 



<400> 167 

agcccaggcc ccaacacagc cccatggcct ct 



<210> 168 

<211> 32 

<212> DNA 

<213> Homo sapiens 

<400> 168 

cttaggagag ttttattcat tcattgatcc ag 



<210> 169 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 169 

aacagtacaa tgactgggct c 



<210> 170 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 170 

tcagcgcttc tgcacacagt 



<210> 171 

<211> 17 

<212> DNA 

<213> Homo sapiens 

<400> 171 
acatgacagc gatactt 



<210> 172 

<211> 17 

<212> DNA 

<213> Homo sapiens 

<400> 172 
acatgacagt gatactt 



<210> 173 

<211> 17 

<212> DNA 

<213> Homo sapiens 

<400> 173 
agtatttcat tggtacc 



<210> 174 

<211> 17 

<212> DNA 

<213> Homo sapiens 

<400> 174 
agtatttcac tggtacc 



<210> 175 . 

<211> 17 

<212> DNA 

<213> Homo sapiens 

<400> 175 
catttgctcc gttttca 



<210> 176 

<211> 17 

<212> DNA 

<213> Homo sapiens 

<400> 176 
catttgctct gttttca 



<210> 177 

<211> 17 

<212> DNA 

<213> Homo sapiens 

<400> 177 
tttttaaaga agccagc 



<210> 178 

<211> 17 

<212> DNA 

<213> Homo sapiens 

<400> 178 
tttttaaagg agccagc 



<210> 179 

<211> 17 

<212> DNA 

<213> Homo sapiens 

<400> 179 
gcgtccagaa aggagag 



<210> 180 
<211> 17 



<212> DNA 

<213> Homo sapiens 



<400> 180 
gcgtccagag aggagag 



<210> 181 

<211> 17 

<212> DNA 

<213> Homo sapiens 

<400> 181 
aagtgactct tctgccc 



<210> 182 

<211> 17 

<212> DNA 

<213> Homo sapiens 

<400> 182 
aagtgactcc tctgccc 



<210> 183 

<211> 17 

<212> DNA 

<213> Homo sapiens 

<400> 183 
tgtgcccaga gtccagc 



<210> 184 

<211> 17 

<212> DNA 

<213> Homo sapiens 

<400> 184 
tgtgcccagg gtccagc 



<210> 185 

<211> 17 

<212> DNA 

<213> Homo sapiens 

<400> 185 
ggaataagca gaaactg 



<210> 186 

<211> 17 

<212> DNA 

<213> Homo sapiens 



<400> 186 
ggaataagcg gaaactg 



<210> 187 

<211> 17 

<212> DNA 

<213> Homo sapiens 

<400> 187 
aaaagacatg acagcga 



<210> 188 

<211> 17 

<212> DNA 

<213> Homo sapiens 

<400> 188 
aaaagacata acagcga 



<210> 189 

<211> 17 

<212> DNA 

<213> Homo sapiens 

<400> 189 
aagaagccag ctcaagc 



<210> 190 

<211> 17 

<212> DNA 

<213> Homo sapiens 

<400> 190 
aagaagccaa ctcaagc 



<210> 


191 


<211> 


17 


<212> 


DNA 


<213> 


Homo 


<400> 


191 



sapiens 



catgacagtg atacttt 



<210> 


192 


<211> 


17 


<212> 


DNA 


<213> 


Homo 


<400> 


192 



sapiens 



catgacagta atacttt 



<210> 193 

<211> 17 

<212> DNA 

<213> Homo sapiens 

<400> 193 
taggacattg gcattga 



<210> 194 

<211> 18 

<212> DNA 

<213> Homo sapiens 

<400> 194 
taggacatgt ggcattga 



<210> 195 

<211> 18 

<212> DNA 

<213> Homo sapiens 

<400> 195 
cttctgattt gctacatt 



<210> 196 

<211> 18 

<212> DNA 

<213> Homo sapiens 

<400> 196 
cttctgatgt gctacatt 



<210> 197 

<211> 18 

<212> DNA 

<213> Homo sapiens 

<400> 197 
ggcttctctg attttggt 



<210> 198 

<211> 18 

<212> DNA 

<213> Homo sapiens 

<400> 198 
ggcttctcgg attttggt 



<210> 199 
<211> 18 



<212> DNA 

<213> Homo sapiens 



<400> 199 
ttttgaatat tgtactgg 



<210> 200 

<211> 18 

<212> DNA 

<213> Homo sapiens 

<400> 200 
ttttgaatgt tgtactgg 



<210> 201 

<211> 18 

<212> DNA 

<213> Homo sapiens 

<400> 201 
attagctact tggaagac 



<210> 202 

<211> 18 

<212> DNA 

<213> Homo sapiens 

<400> 202 
attagctatt tggaagac 



<210> 203 

<211> 18 

<212> DNA 

<213> Homo sapiens 

<400> 203 
ccatttgttc atgtaatc 



<210> 204 

<211> 18 

<212> DNA 

<213> Homo sapiens 

<400> 204 
ccatttgtcc atgtaatc 



<210> 205 

<211> 18 

<212> DNA 

<213> Homo sapiens 



<400> 205 
tagcttggtt ttctaaac 



<210> 206 

<211> 18 

<212> DNA 

<213> Homo sapiens 

<400> 206 
tagcttggct ttctaaac 



<210> 207 

<211> 18 

<212> DNA 

<213> Homo sapiens 

<400> 207 
attgaaacaa cagaatca 



<210> 208 

<211> 18 

<212> DNA 

<213> Homo sapiens 

<400> 208 
attgaaacga cagaatca 

<210> 209 

<211> 18 

<212> DNA 

<213> Homo sapiens 

<400> 209 
tgaaaatgtg atttagtt 



<210> 210 

<211> 18 

<212> DNA 

<213> Homo sapiens 

<400> 210 
tgaaaatgcg atttagtt 



<210> 211 

<211> 18 

<212> DNA 

<213> Homo sapiens 

<400> 211 
ttccatggcc ttcctaat 



<210> 212 

<211> 18 

<212> DNA 

<213> Homo sapiens 

<400> 212 
ttccatggtc ttcctaat 



<210> 213 

<211> 18 

<212> DNA 

<213> Homo sapiens 

<400> 213 
cttgaaggcg tatacagg 



<210> 214 

<211> 18 

<212> DNA 

<213> Homo sapiens 

<400> 214 
cttgaaggtg tatacagg 



<210> 215 

<211> 19 

<212> DNA 

<213> Homo sapiens 

<400> 215 

atggcctcta ccagatggc 



<210> 216 

<211> 19 

<212> DNA 

<213> Homo sapiens 

<400> 216 

atggcctctc ccagatggc 



<210> 217 

<211> 19 

<212> DNA 

<213> Homo sapiens 

<400> 217 

atggcctctg ccagatggc 



<210> 218 
<211> 19 



<212> DNA 

<213> Homo sapiens 

<400> 218 

atggcctctt ccagatggc 



<210> 219 

<211> 19 

<212> DNA 

<213> Homo sapiens 

<400> 219 

cagatggctt tgaaaaagg 



<210> 220 

<211> 19 

<212> DNA 

<213> Homo sapiens 

<400> 220 

cagatggctt tgcaaaagg 



<210> 221 

<211> 19 

<212> DNA 

<213> Homo sapiens 

<400> 221 

cagatggctt tggaaaagg 



<210> 222 

<211> 19 

<212> DNA 

<213> Homo sapiens 

<400> 222 

cagatggctt tgtaaaagg 



<210> 223 

<211> 19 

<212> DNA 

<213> Homo sapiens 

<400> 223 

gatccaaaca ggccccttt 



<210> 224 

<211> 19 

<212> DNA 

<213> Homo sapiens 



<400> 224 

gatccaacca ggccccttt 
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<210> 225 

<211> 19 

<212> DNA 

<213> Homo sapiens 

<400> 225 

gatccaagca ggccccttt 



<210> 226 

<211> 19 

<212> DNA 

<213> Homo sapiens 

<400> 226 

gatccaatca ggccccttt 



<210> 227 

<211> 19 

<212> DNA 

<213> Homo sapiens 

<400> 227 

ccctgtaaaa actggatca 



<210> 
<211> 
<212> 
<213> 



228 
19 
DNA 
Homo 



sapiens 



<400> 228 

ccctgtaaac actggatca 



<210> 229 

<211> 19 

<212> DNA 

<213> Homo sapiens 

<400> 229 

ccctgtaaag actggatca 19 



<210> 230 

<211> 19 

<212> DNA 

<213> Homo sapiens 

<400> 230 

ccctgtaaat actggatca 19 
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<210> 231 

<211> 28 

<212> DNA 

<213> Homo sapiens 

<400> 231 

tcatgctgga tccccacttt tcctcttg 



<210> 232 

<211> 28 

<212> DNA 

<213> Homo sapiens 

<400> 232 

ggtggcctgc ccttccaatg gatccact 



<210> 233 

<211> 30 

<212> DNA 

<213> Homo sapiens 

<400> 233 

aattcatggg actgactttc tgctcttgtc 



<210> 234 

<211> 26 

<212> DNA 

<213> Homo sapiens 

<400> 234 

tccaggtccc agcccaaccc ttgtcc 



<210> 235 

<211> 30 

<212> DNA 

<213> Homo sapiens 

<400> 235 

gtcctctgac tgctcttttc acccatctac 



<210> 236 

<211> 26 

<212> DNA 

<213> Homo sapiens 

<400> 236 

gggatacggc caggcattga agtctc 



<210> 237 
<211> 28 



<212> DNA 

<213> Homo sapiens 

<400> 237 

cttgtgccct gactttcaac tctgtctc 



<210> 238 

<211> 27 

<212> DNA 

<213> Homo sapiens 

<400> 238 

tgggcaacca gccctgtcgt ctctcca 



<210> 239 

<211> 29 

<212> DNA 

<213> Homo 

<400> 239 
ccaggcctct 



sapiens 
gattcctcac 



tgattgctc 



<210> 240 

<211> 27 

<212> DNA 

<213> Homo sapiens 

<400> 240 

gccactgaca accaccctta acccctc 



<210> 241 

<211> 27 

<212> DNA 

<213> Homo sapiens 

<400> 241 

gcctcatctt gggcctgtgt tatctcc 



<210> 242 

<211> 28 

<212> DNA 

<213> Homo sapiens 

<400> 242 

ggccagtgtg cagggtggca agtggctc 



<210> 243 

<211> 30 

<212> DNA 

<213> Homo sapiens 



<400> 243 

gtaggacctg atttccttac tgcctcttgc 



<210> 244 

<211> 29 

<212> DNA 

<213> Homo 

<400> 244 
ataactgcac 



sapiens 
ccttggtctc 



ctccaccgc 



<210> 245 

<211> 30 

<212> DNA 

<213> Homo sapiens 

<400> 245 

cacttttatc acctttcctt gcctctttcc 



<210> 246 

<211> 30 

<212> DNA 

<213> Homo 

<400> 246 
aactttccac 



sapiens 
ttgataagag 



gtcccaagac 



<210> 247 

<211> 29 

<212> DNA 

<213> Homo 

<400> 247 
acttacttct 



sapiens 



ccccctcctc 



tgttgctgc 



<210> 248 

<211> 31 

<212> DNA 

<213> Homo sapiens 

<400> 248 

atggaatcct atggctttcc aacctaggaa g 



<210> 249 

<211> 29 

<212> DNA 

<213> Homo 

<400> 249 
catctctcct 



sapiens 
ccctgcttct 



gtctcctac 



<210> 250 

<211> 30 

<212> DNA 

<213> Homo 

<400> 250 
ctgacgcaca 

<210> 251 

<211> 19 

<212> DNA 

<213> Homo 

<400> 251 
gaagcgtctc 



sapiens 
cctattgcaa 



sapiens 
atgctggat 



gcaagggttc 



<210> 252 

<211> 20 

<212> DNA 

<213> Homo 

<400> 252 
ggggactgta 



sapiens 
gatgggtgaa 



<210> 253 

<211> 19 

<212> DNA 

<213> Homo sapiens 

<400> 253 

ttttcagacc tatggaaac 



<210> 254 

<211> 19 

<212> DNA 

<213> Homo sapiens 

<400> 254 

ttttcagatc tatggaaac 



<210> 255 

<211> 18 

<212> DNA 

<213> Homo sapiens 

<400> 255 
cccttgccgt cccaagca 



<210> 256 
<211> 18 



<212> DNA 

<213> Homo sapiens 

<400> 256 
cccttgccat cccaagca 

<210> 257 

<211> 18 

<212> DNA 

<213> Homo sapiens 

<400> 257 
ctgtccccgg acgatatt 

<210> 258 

<211> 18 

<212> DNA 

<213> Homo sapiens 

<400> 258 
ctgtccccag acgatatt 



<210> 259 

<211> 18 

<212> DNA 

<213> Homo sapiens 

<400> 259 
gctccccccg tggcccct 

<210> 260 

<211> 18 

<212> DNA 

<213> Homo sapiens 

<400> 260 
gctccccgcg tggcccct 

<210> 261 

<211> 18 

<212> DNA 

<213> Homo sapiens 

<400> 261 
acttttcgac atagtgtg 



<210> 262 

<211> 18 

<212> DNA 

<213> Homo sapiens 



<400> 262 
acttttcggc atagtgtg 



18 



<210> 263 

<211> 5711 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (120) . . (5711) 

<223> omil sequences 

<400> 263 

agctcgctga gacttcctgg accccgcacc aggctgtggg gtttctcaga taactgggcc 60 

cctgcgctca ggaggccttc accctctgct ctgggtaaag ttcattggaa cagaaagaa 119 

atg gat tta tct get ctt cgc gtt gaa gaa gta caa aat gtc att aat 167 
Met Asp Leu Ser Ala Leu Arg Val Glu Glu Val Gin Asn Val lie Asn 
15 10 15 

get atg cag aaa ate tta gag tgt ccc ate tgt ctg gag ttg ate aag 215 
Ala Met Gin Lys lie Leu Glu Cys Pro lie Cys Leu Glu Leu lie Lys 
20 25 30 

gaa cct gtc tec aca aag tgt gac cac ata ttt tgc aaa ttt tgc atg 263 
Glu Pro Val Ser Thr Lys Cys Asp His lie Phe Cys Lys Phe Cys Met 
35 40 45 

ctg aaa ctt etc aac cag aag aaa ggg cct tea cag tgt cct tta tgt 311 
Leu Lys Leu Leu Asn Gin Lys Lys Gly Pro Ser Gin Cys Pro Leu Cys 
50 55 60 

aag aat gat ata ace aaa agg age eta caa gaa agt acg aga ttt agt 359 
Lys Asn Asp lie Thr Lys Arg Ser Leu Gin Glu Ser Thr Arg Phe Ser 
65 70 75 80 

caa ctt gtt gaa gag eta ttg aaa ate att tgt get ttt cag ctt gac 407 
Gin Leu Val Glu Glu Leu Leu Lys lie lie Cys Ala Phe Gin Leu Asp 
85 90 95 

aca ggt ttg gag tat gca aac age tat aat ttt gca aaa aag gaa aat 455 
Thr Gly Leu Glu Tyr Ala Asn Ser Tyr Asn Phe Ala Lys Lys Glu Asn 
100 105 110 

aac tct cct gaa cat eta aaa gat gaa gtt tct ate ate caa agt atg 503 
Asn Ser Pro Glu His Leu Lys Asp Glu Val Ser He He Gin Ser Met 
115 120 125 

ggc tac aga aac cgt gee aaa aga ctt eta cag agt gaa ccc gaa aat 551 
Gly Tyr Arg Asn Arg Ala Lys Arg Leu Leu Gin Ser Glu Pro Glu Asn 
130 135 140 

cct tec ttg cag gaa ace agt etc agt gtc caa etc tct aac ctt gga 599 
Pro Ser Leu Gin Glu Thr Ser Leu Ser Val Gin Leu Ser Asn Leu Gly 
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145 150 155 160 

act gtg aga act ctg agg aca aag cag egg ata caa cct caa aag acg 647 
Thr Val Arg Thr Leu Arg Thr Lys Gin Arg lie Gin Pro Gin Lys Thr 
165 170 175 

tct gtc tac att gaa ttg gga tct gat tct tct gaa gat acc gtt aat 695 
Ser Val Tyr lie Glu Leu Gly Ser Asp Ser Ser Glu Asp Thr Val Asn 
180 185 190 

aag gca act tat tgc agt gtg gga gat caa gaa ttg tta caa ate acc 743 
Lys Ala Thr Tyr Cys Ser Val Gly Asp Gin Glu Leu Leu Gin lie Thr 
195 200 205 

cct caa gga acc agg gat gaa ate agt ttg gat tct gca aaa aag get 791 
Pro Gin Gly Thr Arg Asp Glu lie Ser Leu Asp Ser Ala Lys Lys Ala 
210 215 220 

get tgt gaa ttt tct gag acg gat gta aca aat act gaa cat cat caa 839 
Ala Cys Glu Phe Ser Glu Thr Asp Val Thr Asn Thr Glu His His Gin 
225 230 235 240 

ccc agt aat aat gat ttg aac acc act gag aag cgt gca get gag agg 887 
Pro Ser Asn Asn Asp Leu Asn Thr Thr Glu Lys Arg Ala Ala Glu Arg 
245 250 255 

cat cca gaa aag tat cag ggt agt tct gtt tea aac ttg cat gtg gag 93 5 

His Pro Glu Lys Tyr Gin Gly Ser Ser Val Ser Asn Leu His Val Glu 
260 265 270 

cca tgt ggc aca aat act cat gec age tea tta cag cat gag aac age 983 
Pro Cys Gly Thr Asn Thr His Ala Ser Ser Leu Gin His Glu Asn Ser 
275 280 285 

agt tta tta etc act aaa gac aga atg aat gta gaa aag get gaa ttc 1031 
Ser Leu Leu Leu Thr Lys Asp Arg Met Asn Val Glu Lys Ala Glu Phe 
290 295 300 

tgt aat aaa age aaa cag cct ggc tta gca agg age caa cat aac aga 1079 
Cys Asn Lys Ser Lys Gin Pro Gly Leu Ala Arg Ser Gin His Asn Arg 
305 310 315 320 

tgg get gga agt aag gaa aca tgt aat gat agg egg act ccc age aca 112 7 

Trp Ala Gly Ser Lys Glu Thr Cys Asn Asp Arg Arg Thr Pro Ser Thr 
325 330 335 

gaa aaa aag gta gat ctg aat get gat ccc ctg tgt gag aga aaa gaa 1175 
Glu Lys Lys Val Asp Leu Asn Ala Asp Pro Leu Cys Glu Arg Lys Glu 
340 345 350 

tgg aat aag cag aaa ctg cca tgc tea gag aat cct aga gat act gaa 1223 
Trp Asn Lys Gin Lys Leu Pro Cys Ser Glu Asn Pro Arg Asp Thr Glu 
355 360 365 

gat gtt cct tgg ata aca eta aat age age att cag aaa gtt aat gag 1271 
Asp Val Pro Trp lie Thr Leu Asn Ser Ser lie Gin Lys Val Asn Glu 
370 375 380 
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aat agg ctg agg agg aag tct tct acc agg cat att cat gcg ctt gaa 1991 
Asn Arg Leu Arg Arg Lys Ser Ser Thr Arg His lie His Ala Leu Glu 
610 615 620 

eta gta gtc agt aga aat eta age cca cct aat tgt act gaa ttg caa 2039 
Leu Val Val Ser Arg Asn Leu Ser Pro Pro Asn Cys Thr Glu Leu Gin 
625 630 635 640 

att gat agt tgt tct age agt gaa gag ata aag aaa aaa aag tac aac 2087 
lie Asp Ser Cys Ser Ser Ser Glu Glu lie Lys Lys Lys Lys Tyr Asn 
645 650 655 

caa atg cca gtc agg cac age aga aac eta caa etc atg gaa ggt aaa 2135 
Gin Met Pro Val Arg His Ser Arg Asn Leu Gin Leu Met Glu Gly Lys 
660 665 670 

gaa cct gca act gga gec aag aag agt aac aag cca aat gaa cag aca 2183 
Glu Pro Ala Thr Gly Ala Lys Lys Ser Asn Lys Pro Asn Glu Gin Thr 
675 680 685 

agt aaa aga cat gac agt gat act ttc cca gag ctg aag tta aca aat 2231 
Ser Lys Arg His Asp Ser Asp Thr Phe Pro Glu Leu Lys Leu Thr Asn 
690 695 700 

gca cct ggt tct ttt act aag tgt tea aat acc agt gaa ctt aaa gaa 2279 
Ala Pro Gly Ser Phe Thr Lys Cys Ser Asn Thr Ser Glu Leu Lys Glu 
705 710 715 720 

ttt gtc aat cct age ctt cca aga gaa gaa aaa gaa gag aaa eta gaa 2327 
Phe Val Asn Pro Ser Leu Pro Arg Glu Glu Lys Glu Glu Lys Leu Glu 
725 730 735 

aca gtt aaa gtg tct aat aat get gaa gac ccc aaa gat etc atg tta 2375 
Thr Val Lys Val Ser Asn Asn Ala Glu Asp Pro Lys Asp Leu Met Leu 
740 745 750 

agt gga gaa agg gtt ttg caa act gaa aga tct gta gag agt age agt 2423 
Ser Gly Glu Arg Val Leu Gin Thr Glu Arg Ser Val Glu Ser Ser Ser 
755 760 765 

att tea ctg gta cct ggt act gat tat ggc act cag gaa agt ate teg 2471 
He Ser Leu Val Pro Gly Thr Asp Tyr Gly Thr Gin Glu Ser He Ser 
770 775 780 

tta ctg gaa gtt age act eta ggg aag gca aaa aca gaa cca aat aaa 2519 
Leu Leu Glu Val Ser Thr Leu Gly Lys Ala Lys Thr Glu Pro Asn Lys 
785 790 795 800 

tgt gtg agt cag tgt gca gca ttt gaa aac ccc aag gga eta att cat 2567 
Cys Val Ser Gin Cys Ala Ala Phe Glu Asn Pro Lys Gly Leu He His 
805 810 815 

ggt tgt tec aaa gat aat aga aat gac aca gaa ggc ttt aag tat cca 2615 
Gly Cys Ser Lys Asp Asn Arg Asn Asp Thr Glu Gly Phe Lys Tyr Pro 
820 825 830 

ttg gga cat gaa gtt aac cac agt egg gaa aca age ata gaa atg gaa 2663 
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Leu Gly His Glu Val Asn His Ser Arg Glu Thr Ser lie Glu Met Glu 
835 840 845 



gaa agt gaa ctt gat get cag tat ttg cag aat aca ttc aag gtt tea 2711 
Glu Ser Glu Leu Asp Ala Gin Tyr Leu Gin Asn Thr Phe Lys Val Ser 
850 855 860 

aag cgc cag tea ttt get ctg ttt tea aat cca gga aat gca gaa gag 2759 
Lys Arg Gin Ser Phe Ala Leu Phe Ser Asn Pro Gly Asn Ala Glu Glu 
865 870 875 880 

gaa tgt gca aca ttc tct gee cac tct ggg tec tta aag aaa caa agt 2807 
Glu Cys Ala Thr Phe Ser Ala His Ser Gly Ser Leu Lys Lys Gin Ser 
885 890 895 

cca aaa gtc act ttt gaa tgt gaa caa aag gaa gaa aat caa gga aag 2 855 

Pro Lys Val Thr Phe Glu Cys Glu Gin Lys Glu Glu Asn Gin Gly Lys 
900 905 910 

aat gag tct aat ate aag cct gta cag aca gtt aat ate act gca ggc 2903 
Asn Glu Ser Asn lie Lys Pro Val Gin Thr Val Asn lie Thr Ala Gly 
915 920 925 

ttt cct gtg gtt ggt cag aaa gat aag cca gtt gat aat gec aaa tgt 2951 
Phe Pro Val Val Gly Gin Lys Asp Lys Pro Val Asp Asn Ala Lys Cys 
930 935 940 

agt ate aaa gga ggc tct agg ttt tgt eta tea tct cag ttc aga ggc 2 999 

Ser lie Lys Gly Gly Ser Arg Phe Cys Leu Ser Ser Gin Phe Arg Gly 
945 950 955 960 

aac gaa act gga etc att act cca aat aaa cat gga ctt tta caa aac 3047 
Asn Glu Thr Gly Leu lie Thr Pro Asn Lys His Gly Leu Leu Gin Asn 
965 970 975 

cca tat cgt ata cca cca ctt ttt ccc ate aag tea ttt gtt aaa act 3095 
Pro Tyr Arg lie Pro Pro Leu Phe Pro lie Lys Ser Phe Val Lys Thr 
980 985 990 

aaa tgt aag aaa aat ctg eta gag gaa aac ttt gag gaa cat tea atg 3143 
Lys Cys Lys Lys Asn Leu Leu Glu Glu Asn Phe Glu Glu His Ser Met 
995 1000 1005 

tea cct gaa aga gaa atg gga aat gag aac att cca agt aca gtg 3188 
Ser Pro Glu Arg Glu Met Gly Asn Glu Asn lie Pro Ser Thr Val 
1010 1015 1020 

age aca att age cgt aat aac att aga gaa aat gtt ttt aaa gga 32 33 

Ser Thr lie Ser Arg Asn Asn lie Arg Glu Asn Val Phe Lys Gly 
1025 1030 1035 

gee age tea age aat att aat gaa gta ggt tec agt act aat gaa 3278 
Ala Ser Ser Ser Asn lie Asn Glu Val Gly Ser Ser Thr Asn Glu 
1040 1045 1050 

9 fc 9 99 c tcc a 9 fc att aat 9 aa ata 99 fc tcc a 9 fc 9 at 9 aa aac att 3323 
Val Gly Ser Ser lie Asn Glu lie Gly Ser Ser Asp Glu Asn lie 
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1055 1060 1065 

caa gca gaa eta ggt aga aac aga ggg cca aaa ttg aat get atg 3368 
Gin Ala Glu Leu Gly Arg Asn Arg Gly Pro Lys Leu Asn Ala Met 
1070 1075 1080 

ctt aga tta ggg gtt ttg caa cct gag gtc tat aaa caa agt ctt 3413 
Leu Arg Leu Gly Val Leu Gin Pro Glu Val Tyr Lys Gin Ser Leu 
1085 1090 1095 

cct gga agt aat tgt aag cat cct gaa ata aaa aag caa gaa tat 3458 
Pro Gly Ser Asn Cys Lys His Pro Glu lie Lys Lys Gin Glu Tyr 
1100 1105 1110 

gaa gaa gta gtt cag act gtt aat aca gat ttc tct cca tat ctg 3503 
Glu Glu Val Val Gin Thr Val Asn Thr Asp Phe Ser Pro Tyr Leu 
1115 1120 1125 

att tea gat aac tta gaa cag cct atg gga agt agt cat gca tct 3548 
lie Ser Asp Asn Leu Glu Gin Pro Met Gly Ser Ser His Ala Ser 
1130 1135 1140 

cag gtt tgt tct gag aca cct gat gac ctg tta gat gat ggt gaa 3593 
Gin Val Cys Ser Glu Thr Pro Asp Asp Leu Leu Asp Asp Gly Glu 
1145 1150 1155 

ata aag gaa gat act agt ttt get gaa aat gac att aag gaa agt 3638 
lie Lys Glu Asp Thr Ser Phe Ala Glu Asn Asp lie Lys Glu Ser 
1160 1165 1170 

tct get gtt ttt age aaa age gtc cag aga gga gag ctt age agg 3 683 

Ser Ala Val Phe Ser Lys Ser Val Gin Arg Gly Glu Leu Ser Arg 
1175 1180 1185 

agt cct age cct ttc acc cat aca cat ttg get cag ggt tac cga 3728 
Ser Pro Ser Pro Phe Thr His Thr His Leu Ala Gin Gly Tyr Arg 
1190 1195 1200 

aga ggg gec aag aaa tta gag tec tea gaa gag aac tta tct agt 3 773 

Arg Gly Ala Lys Lys Leu Glu Ser Ser Glu Glu Asn Leu Ser Ser 
1205 1210 1215 

gag gat gaa gag ctt ccc tgc ttc caa cac ttg tta ttt ggt aaa 3 818 

Glu Asp Glu Glu Leu Pro Cys Phe Gin His Leu Leu Phe Gly Lys 
1220 1225 1230 

gta aac aat ata cct tct cag tct act agg cat age acc gtt get 3 863 

Val Asn Asn lie Pro Ser Gin Ser Thr Arg His Ser Thr Val Ala 
1235 1240 1245 

acc gag tgt ctg tct aag aac aca gag gag aat tta tta tea ttg 3908 
Thr Glu Cys Leu Ser Lys Asn Thr Glu Glu Asn Leu Leu Ser Leu 
1250 1255 1260 

aag aat age tta aat gac tgc agt aac cag gta ata ttg gca aag' 3953 
Lys Asn Ser Leu Asn Asp Cys Ser Asn Gin Val lie Leu Ala Lys 
1265 1270 1275 
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gca tct cag gaa cat cac ctt agt gag gaa aca aaa tgt tct get 3 998 

Ala Ser Gin Glu His His Leu Ser Glu Glu Thr Lys Cys Ser Ala 
1280 1285 1290 

age ttg ttt tct tea cag tgc agt gaa ttg gaa gac ttg act gca 4043 
Ser Leu Phe Ser Ser Gin Cys Ser Glu Leu Glu Asp Leu Thr Ala 
1295 1300 1305 

aat aca aac acc cag gat cct ttc ttg att ggt tct tec aaa caa 4088 
Asn Thr Asn Thr Gin Asp Pro Phe Leu lie Gly Ser Ser Lys Gin 
1310 1315 1320 

at 9 a 99 cat cag tct gaa age cag gga gtt ggt ctg agt gac aag 4133 
Met Arg His Gin Ser Glu Ser Gin Gly Val Gly Leu Ser Asp Lys 
1325 1330 1335 

gaa ttg gtt tea gat gat gaa gaa aga gga acg ggc ttg gaa gaa 4178 
Glu Leu Val Ser Asp Asp Glu Glu Arg Gly Thr Gly Leu Glu Glu 
1340 1345 1350 

aat aat caa gaa gag caa age atg gat tea aac tta ggt gaa gca 4223 
Asn Asn Gin Glu Glu Gin Ser Met Asp Ser Asn Leu Gly Glu Ala 
1355 1360 1365 

gca tct ggg tgt gag agt gaa aca age gtc tct gaa gac tgc tea 42 68 

Ala Ser Gly Cys Glu Ser Glu Thr Ser Val Ser Glu Asp Cys Ser 
1370 1375 1380 

ggg eta tec tct cag agt gac att tta acc act cag cag agg gat 4313 
Gly Leu Ser Ser Gin Ser Asp He Leu Thr Thr Gin Gin Arg Asp 
1385 1390 1395 

acc atg caa cat aac ctg ata aag etc cag cag gaa atg get gaa 4358 
Thr Met Gin His Asn Leu He Lys Leu Gin Gin Glu Met Ala Glu 
1400 1405 1410 

eta gaa get gtg tta gaa cag cat ggg age cag cct tct aac age 4403 
Leu Glu Ala Val Leu Glu Gin His Gly Ser Gin Pro Ser Asn Ser 
1415 1420 1425 

tac cct tec ate ata agt gac tec tct gee ctt gag gac ctg cga 4448 
Tyr Pro Ser He He Ser Asp Ser Ser Ala Leu Glu Asp Leu Arg 
1430 1435 1440 

aat cca gaa caa age aca tea gaa aaa gca gta tta act tea cag 4493 
Asn Pro Glu Gin Ser Thr Ser Glu Lys Ala Val Leu Thr Ser Gin 
1445 1450 1455 

aaa agt agt gaa tac cct ata age cag aat cca gaa ggc ctt tct 4538 
Lys Ser Ser Glu Tyr Pro He Ser Gin Asn Pro Glu Gly Leu Ser 
1460 1465 1470 

get gac aag ttt gag gtg tct gca gat agt tct acc agt aaa aat 4583 
Ala Asp Lys Phe Glu Val Ser Ala Asp Ser Ser Thr Ser Lys Asn 
1475 1480 1485 
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aaa gaa cca gga gtg 
Lys Glu Pro Gly Val 
1490 

tta gat gat agg tgg 
Leu Asp Asp Arg Trp 
1505 

aat aga aac tac cca 
Asn Arg Asn Tyr Pro 
1520 

9 fc 9 9 a 9 9 a 9 caa ca 9 
Val Glu Glu Gin Gin 
1535 

gaa aca tct tac ttg 
Glu Thr Ser Tyr Leu 
1550 

ctg gaa tct gga ate 
Leu Glu Ser Gly lie 
1565 

cct tct gaa gac aga 
Pro Ser Glu Asp Arg 
1580 

cca tct tea acc tct 
Pro Ser Ser Thr Ser 
1595 

gaa tct gec cag ggt 
Glu Ser Ala Gin Gly 
1610 

ggg tat aat gca atg 
Gly Tyr Asn Ala Met 
1625 

ttg aca get tea aca 
Leu Thr Ala Ser Thr 
1640 

gtg tct ggc ctg acc 
Val Ser Gly Leu Thr 
1655 

gec aga aaa cac cac 
Ala Arg Lys His His 
1670 

act act cat gtt gtt 
Thr Thr His Val Val 
1685 

egg aca ctg aaa tat 



gaa agg tea tec cct tct 
Glu Arg Ser Ser Pro Ser 
1495 

tac atg cac agt tgc tct 
Tyr Met His Ser Cys Ser 
1510 

tct caa gag gag etc att 
Ser Gin Glu Glu Leu lie 
1525 

ctg gaa gag tct ggg cca 
Leu Glu Glu Ser Gly Pro 
1540 

cca agg caa gat eta gag 
Pro Arg Gin Asp Leu Glu 
1555 

age etc ttc tct gat gac 
Ser Leu Phe Ser Asp Asp 
1570 

gec cca gag tea get cgt 
Ala Pro Glu Ser Ala Arg 
1585 

gca ttg aaa gtt ccc caa 
Ala Leu Lys Val Pro Gin 
1600 

cca get get get cat act 
Pro Ala Ala Ala His Thr 
1615 

gaa gaa agt gtg age agg 
Glu Glu Ser Val Ser Arg 
1630 

gaa agg gtc aac aaa aga 
Glu Arg Val Asn Lys Arg 
1645 

cca gaa gaa ttt atg etc 
Pro Glu Glu Phe Met Leu 
1660 

ate act tta act aat eta 
lie Thr Leu Thr Asn Leu 
1675 

atg aaa aca gat get gag 
Met Lys Thr Asp Ala Glu 
1690 

ttt eta gga att gcg gga 
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aaa tgc cca tea 4628 

Lys Cys Pro Ser 

1500 

ggg agt ctt cag 4673 

Gly Ser Leu Gin 

1515 

aag gtt gtt gat 4718 

Lys Val Val Asp 

1530 

cac gat ttg acg 4763 

His Asp Leu Thr 

1545 

gga acc cct tac 4808 

Gly Thr Pro Tyr 

1560 

cct gaa tct gat 4853 

Pro Glu Ser Asp 

1575 

gtt ggc aac ata 4898 

Val Gly Asn He 

1590 

ttg aaa gtt gca 4943 

Leu Lys Val Ala 

1605 

act gat act get 4988 

Thr Asp Thr Ala 

1620 

gag aag cca gaa 5033 

Glu Lys Pro Glu 

1635 

atg tec atg gtg 5078 

Met Ser Met Val 

1650 

gtg tac aag ttt 5123 

Val Tyr Lys Phe 

1665 

att act gaa gag 5168 

He Thr Glu Glu 

1680 

ttt gtg tgt gaa 5213 

Phe Val Cys Glu 

1695 

gga aaa tgg gta 5258 



Arg Thr Leu Lys Tyr Phe 
1700 

gtt age tat ttc tgg gtg 
Val Ser Tyr Phe Trp Val 
1715 

ctg aat gag cat gat ttt 
Leu Asn Glu His Asp Phe 
1730 

aga aac cac caa ggt cca 
Arg Asn His Gin Gly Pro 
1745 

aag ate ttc agg ggg eta 
Lys lie Phe Arg Gly Leu 
1760 

aac atg ccc aca gat caa 
Asn Met Pro Thr Asp Gin 
1775 

get tct gtg gtg aag gag 
Ala Ser Val Val Lys Glu 
1790 

gtc cac cca att gtg gtt 
Val His Pro He Val Val 
1805 

aat ggc ttc cat gca att 
Asn Gly Phe His Ala He 
1820 

acc cga gag tgg gtg ttg 
Thr Arg Glu Trp Val Leu 
1835 

gag ctg gac acc tac ctg 
Glu Leu Asp Thr Tyr Leu 
1850 

tga 



Leu Gly He Ala Gly 
1705 

acc cag tct att aaa 
Thr Gin Ser He Lys 
1720 

gaa gtc aga gga gat 
Glu Val Arg Gly Asp 
1735 

aag cga gca aga gaa 
Lys Arg Ala Arg Glu 
1750 

gaa ate tgt tgc tat 
Glu He Cys Cys Tyr 
1765 

ctg gaa tgg atg gta 
Leu Glu Trp Met Val 
1780 

ctt tea tea ttc acc 
Leu Ser Ser Phe Thr 
1795 

gtg cag cca gat gee 
Val Gin Pro Asp Ala 
1810 

ggg cag atg tgt gag 
Gly Gin Met Cys Glu 
1825 

gac agt gta gca etc 
Asp Ser Val Ala Leu 
1840 

ata ccc cag ate ccc 
He Pro Gin He Pro 
1855 



Gly Lys Trp Val 
1710 

gaa aga aaa atg 5303 

Glu Arg Lys Met 

1725 

gtg gtc aat gga 5348 

Val Val Asn Gly 

1740 

tec cag gac aga 5393 

Ser Gin Asp Arg 

1755 

ggg ccc ttc acc 5438 

Gly Pro Phe Thr 

1770 

cag ctg tgt ggt 5483 

Gin Leu Cys Gly 

1785 

ctt ggc aca ggt 5528 

Leu Gly Thr Gly 

1800 

tgg aca gag gac 5573 

Trp Thr Glu Asp 

1815 

gca cct gtg gtg 5618 

Ala Pro Val Val 

1830 

tac cag tgc cag 5663 

Tyr Gin Cys Gin 

1845 

cac age cac tac 5708 

His Ser His Tyr 

1860 

5711 



<210> 


264 


<211> 


1863 


<212> 


PRT 


<213> 


Homo sapiens 


<400> 


264 



Met Asp Leu Ser Ala Leu Arg Val Glu Glu Val Gin Asn Val lie Asn 

15 10 15 

Ala Met Gin Lys He Leu Glu Cys Pro He Cys Leu Glu Leu He Lys 
20 25 30 
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Glu Pro Val Ser Thr Lys Cys Asp His lie Phe Cys Lys Phe Cys Met 
35 40 45 



Leu Lys Leu Leu Asn Gin Lys Lys Gly Pro Ser Gin Cys Pro Leu Cys 
50 55 60 

Lys Asn Asp lie Thr Lys Arg Ser Leu Gin Glu Ser Thr Arg Phe Ser 
65 70 75 80 

Gin Leu Val Glu Glu Leu Leu Lys lie lie Cys Ala Phe Gin Leu Asp 
85 90 95 

Thr Gly Leu Glu Tyr Ala Asn Ser Tyr Asn Phe Ala Lys Lys Glu Asn 
100 105 110 

Asn Ser Pro Glu His Leu Lys Asp Glu Val Ser lie lie Gin Ser Met 
115 120 125 

Gly Tyr Arg Asn Arg Ala Lys Arg Leu Leu Gin Ser Glu Pro Glu Asn 
130 135 140 

Pro Ser Leu Gin Glu Thr Ser Leu Ser Val Gin Leu Ser Asn Leu Gly 
145 150 155 160 

Thr Val Arg Thr Leu Arg Thr Lys Gin Arg lie Gin Pro Gin Lys Thr 
165 170 175 

Ser Val Tyr lie Glu Leu Gly Ser Asp Ser Ser Glu Asp Thr Val Asn 
180 185 190 

Lys Ala Thr Tyr Cys Ser Val Gly Asp Gin Glu Leu Leu Gin lie Thr 
195 200 205 

Pro Gin Gly Thr Arg Asp Glu lie Ser Leu Asp Ser Ala Lys Lys Ala 
210 215 220 

Ala Cys Glu Phe Ser Glu Thr Asp Val Thr Asn Thr Glu His His Gin 
225 230 235 240 

Pro Ser Asn Asn Asp Leu Asn Thr Thr Glu Lys Arg Ala Ala Glu Arg 
245 250 255 

His Pro Glu Lys Tyr Gin Gly Ser Ser Val Ser Asn Leu His Val Glu 
260 265 270 

Pro Cys Gly Thr Asn Thr His Ala Ser Ser Leu Gin His Glu Asn Ser 
275 280 285 

Ser Leu Leu Leu Thr Lys Asp Arg Met Asn Val Glu Lys Ala Glu Phe 
290 295 300 

Cys Asn Lys Ser Lys Gin Pro Gly Leu Ala Arg Ser Gin His Asn Arg 
305 310 315 320 



Trp Ala Gly Ser Lys Glu Thr Cys Asn Asp Arg Arg Thr Pro Ser Thr 
325 330 335 
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Glu Lys Lys Val Asp Leu Asn Ala Asp Pro Leu Cys Glu Arg Lys Glu 
340 345 350 



Trp Asn Lys Gin Lys Leu Pro Cys Ser Glu Asn Pro Arg Asp Thr Glu 
355 360 365 

Asp Val Pro Trp lie Thr Leu Asn Ser Ser lie Gin Lys Val Asn Glu 
370 375 380 

Trp Phe Ser Arg Ser Asp Glu Leu Leu Gly Ser Asp Asp Ser His Asp 
385 390 395 400 

Gly Glu Ser Glu Ser Asn Ala Lys Val Ala Asp Val Leu Asp Val Leu 
405 410 415 

Asn Glu Val Asp Glu Tyr Ser Gly Ser Ser Glu Lys lie Asp Leu Leu 
420 425 430 

Ala Ser Asp Pro His Glu Ala Leu lie Cys Lys Ser Glu Arg Val His 
435 440 445 

Ser Lys Ser Val Glu Ser Asn lie Glu Asp Lys lie Phe Gly Lys Thr 
450 455 460 

Tyr Arg Lys Lys Ala Ser Leu Pro Asn Leu Ser His Val Thr Glu Asn 
465 470 475 480 

Leu He He Gly Ala Phe Val Thr Glu Pro Gin He He Gin Glu Arg 
485 490 495 

Pro Leu Thr Asn Lys Leu Lys Arg Lys Arg Arg Pro Thr Ser Gly Leu 
500 505 510 

His Pro Glu Asp Phe He Lys Lys Ala Asp Leu Ala Val Gin Lys Thr 
515 520 525 

Pro Glu Met He Asn Gin Gly Thr Asn Gin Thr Glu Gin Asn Gly Gin 
530 535 540 

Val Met Asn lie Thr Asn Ser Gly His Glu Asn Lys Thr Lys Gly Asp 
545 550 555 560 

Ser lie Gin Asn Glu Lys Asn Pro Asn Pro lie Glu Ser Leu Glu Lys 
565 570 575 

Glu Ser Ala Phe Lys Thr Lys Ala Glu Pro lie Ser Ser Ser He Ser 
580 585 590 

Asn Met Glu Leu Glu Leu Asn lie His Asn Ser Lys Ala Pro Lys Lys 
595 600 605 

Asn Arg Leu Arg Arg Lys Ser Ser Thr Arg His lie His Ala Leu Glu 
610 615 620 

Leu Val Val Ser Arg Asn Leu Ser Pro Pro Asn Cys Thr Glu Leu Gin 
625 630 635 640 
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He Asp Ser Cys Ser Ser Ser Glu Glu He Lys Lys Lys Lys Tyr Asn 
645 650 655 

Gin Met Pro Val Arg His Ser Arg Asn Leu Gin Leu Met Glu Gly Lys 
660 665 670 

Glu Pro Ala Thr Gly Ala Lys Lys Ser Asn Lys Pro Asn Glu Gin Thr 
675 680 685 

Ser Lys Arg His Asp Ser Asp Thr Phe Pro Glu Leu Lys Leu Thr Asn 
690 695 700 

Ala Pro Gly Ser Phe Thr Lys Cys Ser Asn Thr Ser Glu Leu Lys Glu 

nn ft 715 720 

705 710 

Phe Val Asn Pro Ser Leu Pro Arg Glu Glu Lys Glu Glu Lys Leu Glu 
725 730 735 

Thr Val Lys Val Ser Asn Asn Ala Glu Asp Pro Lys Asp Leu Met Leu 
740 745 750 

Ser Gly Glu Arg Val Leu Gin Thr Glu Arg Ser Val Glu Ser Ser Ser 
755 760 765 

He Ser Leu Val Pro Gly Thr Asp Tyr Gly Thr Gin Glu Ser He Ser 
770 775 780 

Leu Leu Glu Val Ser Thr Leu Gly Lys Ala Lys Thr Glu Pro Asn Lys 
785 790 795 800 

Cys Val Ser Gin Cys Ala Ala Phe Glu Asn Pro Lys Gly Leu He His 
805 810 815 

Gly Cys Ser Lys Asp Asn Arg Asn Asp Thr Glu Gly Phe Lys Tyr Pro 
820 825 • 830 

Leu Gly His Glu Val Asn His Ser Arg Glu Thr Ser He Glu Met Glu 
835 840 845 

Glu Ser Glu Leu Asp Ala Gin Tyr Leu Gin Asn Thr Phe Lys Val Ser 
850 855 860 

Lvs Arg Gin Ser Phe Ala Leu Phe Ser Asn Pro Gly Asn Ala Glu Glu 
865 870 875 880 

Glu Cys Ala Thr Phe Ser Ala His Ser Gly Ser Leu Lys Lys Gin Ser 
885 890 895 

Pro Lys Val Thr Phe Glu Cys Glu Gin Lys Glu Glu Asn Gin Gly Lys 
900 905 910 

Asn Glu Ser Asn He Lys Pro Val Gin Thr Val Asn He Thr Ala Gly 
915 920 925 

Phe Pro Val Val Gly Gin Lys Asp Lys Pro Val Asp Asn Ala Lys Cys 
930 935 940 
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Ser lie Lys Gly Gly Ser Arg Phe Cys Leu Ser Ser Gin Phe Arg Gly 
945 950 955 960 



Asn Glu Thr Gly Leu lie Thr Pro Asn Lys His Gly Leu Leu Gin Asn 
965 970 975 

Pro Tyr Arg He Pro Pro Leu Phe Pro He Lys Ser Phe Val Lys Thr 
980 985 990 

L Y S C Y S L Y S L Y S Asn keu Leu Glu Glu Asn Pne Glu Glu His Ser Met 
995 1000 1005 

Ser Pro Glu Arg Glu Met Gly Asn Glu Asn He Pro Ser Thr Val 
1010 1015 1020 

Ser Thr He Ser Arg Asn Asn He Arg Glu Asn Val Phe Lys Gly 
1025 1030 1035 

Ala Ser Ser Ser Asn He Asn Glu Val Gly Ser Ser Thr Asn Glu 
1040 1045 1050 

Val Gly Ser Ser lie Asn Glu lie Gly Ser Ser Asp Glu Asn lie 
1055 1060 1065 

Gin Ala Glu Leu Gly Arg Asn Arg Gly Pro Lys Leu Asn Ala Met 
1070 1075 1080 

Leu Arg Leu Gly Val Leu Gin Pro Glu Val Tyr Lys Gin Ser Leu 
1085 1090 1095 

Pro Gly Ser Asn Cys Lys His Pro Glu lie Lys Lys Gin Glu Tyr 
1100 1105 1110 

Glu Glu Val Val Gin Thr Val Asn Thr Asp Phe Ser Pro Tyr Leu 
1115 1120 1125 

lie Ser Asp Asn Leu Glu Gin Pro Met Gly Ser Ser His Ala Ser 
1130 1135 1140 

Gin Val Cys Ser* Glu Thr Pro Asp Asp Leu Leu Asp Asp Gly Glu 
1145 1150 1155 

lie Lys Glu Asp Thr Ser Phe Ala Glu Asn Asp lie Lys Glu Ser 
1160 1165 1170 

Ser Ala Val Phe Ser Lys Ser Val Gin Arg Gly Glu Leu Ser Arg 
1175 1180 1185 

Ser Pro Ser Pro Phe Thr His Thr His Leu Ala Gin Gly Tyr Arg 
1190 1195 1200 

Arg Gly Ala Lys Lys Leu Glu Ser Ser Glu Glu Asn Leu Ser Ser 
1205 1210 1215 

Glu Asp Glu Glu Leu Pro Cys Phe Gin His Leu Leu Phe Gly Lys 
1220 1225 1230 
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Val Asn Asn lie Pro Ser Gin Ser Thr Arg His Ser Thr Val Ala 
1235 1240 1245 



Thr Glu Cys Leu Ser Lys Asn Thr Glu Glu Asn Leu Leu Ser Leu 
1250 1255 1260 

Lys Asn Ser Leu Asn Asp Cys Ser Asn Gin Val lie Leu Ala Lys 
1265 1270 1275 

Ala Ser Gin Glu His His Leu Ser Glu Glu Thr Lys Cys Ser Ala 
1280 1285 1290 

Ser Leu Phe Ser Ser Gin Cys Ser Glu Leu Glu Asp Leu Thr Ala 
1295 1300 1305 

Asn Thr Asn Thr Gin Asp Pro Phe Leu lie Gly Ser Ser Lys Gin 
1310 1315 1320 

Met Arg His Gin Ser Glu Ser Gin Gly Val Gly Leu Ser Asp Lys 
1325 1330 1335 

Glu Leu Val Ser Asp Asp Glu Glu Arg Gly Thr Gly Leu Glu Glu 
1340 1345 1350 

Asn Asn Gin Glu Glu Gin Ser Met Asp Ser Asn Leu Gly Glu Ala 
1355 1360 1365 

Ala Ser Gly Cys Glu Ser Glu Thr Ser Val Ser Glu Asp Cys Ser 
1370 1375 1380 

Gly Leu Ser Ser Gin Ser Asp lie Leu Thr Thr Gin Gin Arg Asp 
1385 1390 1395 

Thr Met Gin His Asn Leu lie Lys Leu Gin Gin Glu Met Ala Glu 
1400 1405 1410 

Leu Glu Ala Val Leu Glu Gin His Gly Ser Gin Pro Ser Asn Ser 
1415 1420 1425 

Tyr Pro Ser lie lie Ser Asp Ser Ser Ala Leu Glu Asp Leu Arg 
1430 1435 1440 

Asn Pro Glu Gin Ser Thr Ser Glu Lys Ala Val Leu Thr Ser Gin 
1445 1450 1455 

Lys Ser Ser Glu Tyr Pro lie Ser Gin Asn Pro Glu Gly Leu Ser 
1460 1465 1470 

Ala Asp Lys Phe Glu Val Ser Ala Asp Ser Ser Thr Ser Lys Asn 
1475 1480 1485 

Lys Glu Pro Gly Val Glu Arg Ser Ser Pro Ser Lys Cys Pro Ser 
1490 1495 1500 



Leu Asp Asp Arg Trp Tyr Met His Ser Cys Ser Gly Ser Leu Gin 
1505 1510 1515 
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Asn Arg Asn Tyr Pro Ser Gin Glu Glu Leu lie Lys Val Val Asp 
1520 1525 1530 



Val Glu Glu Gin Gin Leu Glu Glu Ser Gly Pro His Asp Leu Thr 
1535 1540 1545 

Glu Thr Ser Tyr Leu Pro Arg Gin Asp Leu Glu Gly Thr Pro Tyr 
1550 1555 1560 

Leu Glu Ser Gly lie Ser Leu Phe Ser Asp Asp Pro Glu Ser Asp 
1565 1570 1575 

Pro Ser Glu Asp Arg Ala Pro Glu Ser Ala Arg Val Gly Asn lie 
1580 1585 1590 

Pro Ser Ser Thr Ser Ala Leu Lys Val Pro Gin Leu Lys Val Ala 
1595 1600 1605 

Glu Ser Ala Gin Gly Pro Ala Ala Ala His Thr Thr Asp Thr Ala 
1610 1615 1620 

Gly Tyr Asn Ala Met Glu Glu Ser Val Ser Arg Glu Lys Pro Glu 
1625 1630 1635 

Leu Thr Ala Ser Thr Glu Arg Val Asn Lys Arg Met Ser Met Val 
1640 1645 1650 

Val Ser Gly Leu Thr Pro Glu Glu Phe Met Leu Val Tyr Lys Phe 
1655 1660 1665 

Ala Arg Lys His His lie Thr Leu Thr Asn Leu lie Thr Glu Glu 
1670 1675 1680 

Thr Thr His Val Val Met Lys Thr Asp Ala Glu Phe Val Cys Glu 
1685 1690 1695 

Arg Thr Leu Lys Tyr Phe Leu Gly lie Ala Gly Gly Lys Trp Val 
1700 1705 1710 

Val Ser Tyr Phe Trp Val Thr Gin Ser lie Lys Glu Arg Lys Met 
1715 1720 1725 

Leu Asn Glu His Asp Phe Glu Val Arg Gly Asp Val Val Asn Gly 
1730 1735 1740 

Arg Asn His Gin Gly Pro Lys Arg Ala Arg Glu Ser Gin Asp Arg 
1745 1750 1755 

Lys lie Phe Arg Gly Leu Glu lie Cys Cys Tyr Gly Pro Phe Thr 
1760 1765 1770 

Asn Met Pro Thr Asp Gin Leu Glu Trp Met Val Gin Leu Cys Gly 
1775 1780 1785 

Ala Ser Val Val Lys Glu Leu Ser Ser Phe Thr Leu Gly Thr Gly 
1790 1795 1800 
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Val His Pro He Val Val Val Gin Pro Asp Ala Trp Thr Glu Asp 
1805 1810 1815 



Asn Gly Phe His Ala He Gly Gin Met Cys Glu Ala Pro Val Val 
1820 1825 1830 

Thr Arg Glu Trp Val Leu Asp Ser Val Ala Leu Tyr Gin Cys Gin 
1835 1840 1845 



Glu Leu Asp Thr Tyr Leu He Pro Gin He Pro His Ser His Tyr 
1850 1855 1860 



<210> 265 

<211> 5711 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (120) . . (5711) 

<223> omi2 sequences 

<400> 265 

agctcgctga gacttcctgg accccgcacc aggctgtggg gtttctcaga taactgggcc 60 

cctgcgctca ggaggccttc accctctgct ctgggtaaag ttcattggaa cagaaagaa 119 

atg gat tta tct get ctt cgc gtt gaa gaa gta caa aat gtc att aat 167 
Met Asp Leu Ser Ala Leu Arg Val Glu Glu Val Gin Asn Val He Asn 
15 10 15 

get atg cag aaa ate tta gag tgt ccc ate tgt ctg gag ttg ate aag 215 
Ala Met Gin Lys He Leu Glu Cys Pro He Cys Leu Glu Leu He Lys 
20 25 30 

gaa cct gtc tec aca aag tgt gac cac ata ttt tgc aaa ttt tgc atg 263 
Glu Pro Val Ser Thr Lys Cys Asp His He Phe Cys Lys Phe Cys Met 
35 40 45 

ctg aaa ctt etc aac cag aag aaa ggg cct tea cag tgt cct tta tgt 311 
Leu Lys Leu Leu Asn Gin Lys Lys Gly Pro Ser Gin Cys Pro Leu Cys 
50 55 60 

aag aat gat ata acc aaa agg age eta caa gaa agt acg aga ttt agt 3 59 

Lys Asn Asp He Thr Lys Arg Ser Leu Gin Glu Ser Thr Arg Phe Ser 
65 70 75 80 

caa ctt gtt gaa gag eta ttg aaa ate att tgt get ttt cag ctt gac 407 
Gin Leu Val Glu Glu Leu Leu Lys He He Cys Ala Phe Gin Leu Asp 
85 90 95 

aca ggt ttg gag tat gca aac age tat aat ttt gca aaa aag gaa aat 455 
Thr Gly Leu Glu Tyr Ala Asn Ser Tyr Asn Phe Ala Lys Lys Glu Asn 
100 105 110 
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aac tct cct gaa cat eta aaa gat gaa gtt tct ate ate caa agt atg 503 
Asn Ser Pro Glu His Leu Lys Asp Glu Val Ser lie lie Gin Ser Met 
115 120 125 

ggc tac aga aac cgt gec aaa aga ctt eta cag agt gaa ccc gaa aat 551 
Gly Tyr Arg Asn Arg Ala Lys Arg Leu Leu Gin Ser Glu Pro Glu Asn 
130 135 140 

cct tec ttg cag gaa ace agt etc agt gtc caa etc tct aac ctt gga 599 
Pro Ser Leu Gin Glu Thr Ser Leu Ser Val Gin Leu Ser Asn Leu Gly 
145 150 155 160 

act gtg aga act ctg agg aca aag cag egg ata caa cct caa aag acg 64 7 

Thr Val Arg Thr Leu Arg Thr Lys Gin Arg lie Gin Pro Gin Lys Thr 
165 170 175 

tct gtc tac att gaa ttg gga tct gat tct tct gaa gat acc gtt aat 695 
Ser Val Tyr lie Glu Leu Gly Ser Asp Ser Ser Glu Asp Thr Val Asn 
180 185 190 

aag gca act tat tgc agt gtg gga gat caa gaa ttg tta caa ate acc 743 
Lys Ala Thr Tyr Cys Ser Val Gly Asp Gin Glu Leu Leu Gin lie Thr 
195 200 205 

cct caa gga acc agg gat gaa ate agt ttg gat tct gca aaa aag get 791 
Pro Gin Gly Thr Arg Asp Glu lie Ser Leu Asp Ser Ala Lys Lys Ala 
210 215 220 

get tgt gaa ttt tct gag acg gat gta aca aat act gaa cat cat caa 839 
Ala Cys Glu Phe Ser Glu Thr Asp Val Thr Asn Thr Glu His His Gin 
225 230 235 240 

ccc agt aat aat gat ttg aac acc act gag aag cgt gca get gag agg 887 
Pro Ser Asn Asn Asp Leu Asn Thr Thr Glu Lys Arg Ala Ala Glu Arg 
245 250 255 

cat cca gaa aag tat cag ggt agt tct gtt tea aac ttg cat gtg gag 935 
His Pro Glu Lys Tyr Gin Gly Ser Ser Val Ser Asn Leu His Val Glu 
260 265 270 

cca tgt ggc aca aat act cat gec age tea tta cag cat gag aac age 983 
Pro Cys Gly Thr Asn Thr His Ala Ser Ser Leu Gin His Glu Asn Ser 
275 280 285 

agt tta tta etc act aaa gac aga atg aat gta gaa aag get gaa ttc 1031 
Ser Leu Leu Leu Thr Lys Asp Arg Met Asn Val Glu Lys Ala Glu Phe 
290 295 300 

tgt aat aaa age aaa cag cct ggc tta gca agg age caa cat aac aga 1079 
Cys Asn Lys Ser Lys Gin Pro Gly Leu Ala Arg Ser Gin His Asn Arg 
305 310 315 320 

tgg get gga agt aag gaa aca tgt aat gat agg egg act ccc age aca 1127 
Trp Ala Gly Ser Lys Glu Thr Cys Asn Asp Arg Arg Thr Pro Ser Thr 
325 330 335 

gaa aaa aag gta gat ctg aat get gat ccc ctg tgt gag aga aaa gaa 1175 
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Glu Lys Lys Val Asp Leu Asn Ala Asp Pro Leu Cys Glu Arg Lys Glu 
340 345 350 



tgg aat aag cag aaa ctg cca tgc tea gag aat cct aga gat act gaa 1223 
Trp Asn Lys Gin Lys Leu Pro Cys Ser Glu Asn Pro Arg Asp Thr Glu 
355 360 365 

gat gtt cct tgg ata aca eta aat age age att cag aaa gtt aat gag 1271 
Asp Val Pro Trp lie Thr Leu Asn Ser Ser lie Gin Lys Val Asn Glu 
370 375 380 

tgg ttt tec aga agt gat gaa ctg tta ggt tct gat gac tea cat gat 1319 
Trp Phe Ser Arg Ser Asp Glu Leu Leu Gly Ser Asp Asp Ser His Asp 
385 390 395 400 

999 9 a 9 tc t gaa tea aat gee aaa gta get gat gta ttg gac gtt eta 1367 
Gly Glu Ser Glu Ser Asn Ala Lys Val Ala Asp Val Leu Asp Val Leu 
405 410 415 

aat gag gta gat gaa tat tct ggt tct tea gag aaa ata gac tta ctg 1415 
Asn Glu Val Asp Glu Tyr Ser Gly Ser Ser Glu Lys lie Asp Leu Leu 
420 425 430 

gee agt gat cct cat gag get tta ata tgt aaa agt gaa aga gtt cac 1463 
Ala Ser Asp Pro His Glu Ala Leu He Cys Lys Ser Glu Arg Val His 
435 440 445 

tec aaa tea gta gag agt aat att gaa gac aaa ata ttt ggg aaa ace 1511 
Ser Lys Ser Val Glu Ser Asn He Glu Asp Lys He Phe Gly Lys Thr 
450 455 460 

tat egg aag aag gca age etc ccc aac tta age cat gta act gaa aat 1559 
Tyr Arg Lys Lys Ala Ser Leu Pro Asn Leu Ser His Val Thr Glu Asn 
465 470 475 480 

eta att ata gga gca ttt gtt act gag cca cag ata ata caa gag cgt 1607 
Leu He He Gly Ala Phe Val Thr Glu Pro Gin He lie Gin Glu Arg 
485 490 495 

ccc etc aca aat aaa tta aag cgt aaa agg aga cct aca tea ggc ctt 1655 
Pro Leu Thr Asn Lys Leu Lys Arg Lys Arg Arg Pro Thr Ser Gly Leu 
500 505 510 

cat cct gag gat ttt ate aag aaa gca gat ttg gca gtt caa aag act 1703 
His Pro Glu Asp Phe He Lys Lys Ala Asp Leu Ala Val Gin Lys Thr 
515 520 525 

cct gaa atg ata aat cag gga act aac caa acg gag cag aat ggt caa 1751 
Pro Glu Met He Asn Gin Gly Thr Asn Gin Thr Glu Gin Asn Gly Gin 
530 535 540 

gtg atg aat att act aat agt ggt cat gag aat aaa aca aaa ggt gat 1799 
Val Met Asn He Thr Asn Ser Gly His Glu Asn Lys Thr Lys Gly Asp 
545 550 555 560 

tct att cag aat gag aaa aat cct aac cca ata gaa tea etc gaa aaa 1847 
Ser He Gin Asn Glu Lys Asn Pro Asn Pro He Glu Ser Leu Glu Lys 
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565 



570 



575 



gaa tct get 
Glu Ser Ala 



aat atg gaa 
Asn Met Glu 
595 

aat agg ctg 
Asn Arg Leu 
610 

eta gta gtc 
Leu Val Val 
625 

att gat agt 
lie Asp Ser 



caa atg cca 
Gin Met Pro 



gaa cct gca 
Glu Pro Ala 
675 

agt aaa aga 
Ser Lys Arg 
690 

gca cct ggt 
Ala Pro Gly 
705 

ttt gtc aat 
Phe Val Asn 



aca gtt aaa 
Thr Val Lys 



agt gga gaa 
Ser Gly Glu 
755 

att tea ctg 
He Ser Leu 
770 

tta ctg gaa 
Leu Leu Glu 
785 



ttc aaa acg 
Phe Lys Thr 
580 

etc gaa tta 
Leu Glu Leu 



agg agg aag 
Arg Arg Lys 



agt aga aat 
Ser Arg Asn 
630 

tgt tct age 
Cys Ser Ser 
645 

gtc agg cac 
Val Arg His 
660 

act gga gec 
Thr Gly Ala 



cat gac agt 
His Asp Ser 



tct ttt act 
Ser Phe Thr 
710 

cct age ctt 
Pro Ser Leu 
725 

gtg tct aat 
Val Ser Asn 
740 

agg gtt ttg 
Arg Val Leu 



gta cct ggt 
Val Pro Gly 



gtt age act 
Val Ser Thr 
790 



aaa get gaa 
Lys Ala Glu 
585 

aat ate cac 
Asn He His 
600 

tct tct ace 
Ser Ser Thr 
615 

eta age cca 
Leu Ser Pro 



agt gaa gag 
Ser Glu Glu 



age aga aac 
Ser Arg Asn 
665 

aag aag agt 
Lys Lys Ser 
680 

gat act ttc 
Asp Thr Phe 
695 

aag tgt tea 
Lys Cys Ser 



cca aga gaa 
Pro Arg Glu 



aat get gaa 
Asn Ala Glu 
745 

caa act gaa 
Gin Thr Glu 
760 

act gat tat 
Thr Asp Tyr 
775 

eta ggg aag 
Leu Gly Lys 



cct ata age 
Pro He Ser 



aat tea aaa 
Asn Ser Lys 



agg cat att 
Arg His He 
620 

cct aat tgt 
Pro Asn Cys 
635 

ata aag aaa 
He Lys Lys 
650 

eta caa etc 
Leu Gin Leu 



aac aag cca 
Asn Lys Pro 



cca gag ctg 
Pro Glu Leu 
700 

aat ace agt 
Asn Thr Ser 
715 

gaa aaa gaa 
Glu Lys Glu 
730 

gac ccc aaa 
Asp Pro Lys 



aga tct gta 
Arg Ser Val 



ggc act cag 
Gly Thr Gin 
780 

gca aaa aca 
Ala Lys Thr 
795 



age agt ata 
Ser Ser He 
590 

gca cct aaa 
Ala Pro Lys 
605 

cat gcg ctt 
His Ala Leu 



act gaa ttg 
Thr Glu Leu 



aaa aag tac 
Lys Lys Tyr 
655 

atg gaa ggt 
Met Glu Gly 
670 

aat gaa cag 
Asn Glu Gin 
685 

aag tta aca 
Lys Leu Thr 



gaa ctt aaa 
Glu Leu Lys 



gag aaa eta 
Glu Lys Leu 
735 

gat etc atg 
Asp Leu Met 
750 

gag agt age 
Glu Ser Ser 
765 

gaa agt ate 
Glu Ser He 



gaa cca aat 
Glu Pro Asn 



age 1895 
Ser 



aag 1943 
Lys 



gaa 1991 
Glu 



caa 2039 

Gin 

640 

aac 2087 
Asn 



aaa 2135 
Lys 



aca 2183 
Thr 



aat 2231 
Asn 



gaa 2279 

Glu 

720 

gaa 2327 
Glu 



tta 2375 
Leu 



agt 2423 
Ser 



teg 2471 
Ser 



aaa 2519 

Lys 

800 
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tgt gtg agt cag tgt gca gca ttt gaa aac ccc aag gga eta att cat 
Cys Val Ser Gin Cys Ala Ala Phe Glu Asn Pro Lys Gly Leu lie His 
805 810 815 
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ggt tgt tec aaa gat aat aga aat gac aca gaa ggc ttt aag tat cca 2615 
Gly Cys Ser Lys Asp Asn Arg Asn Asp Thr Glu Gly Phe Lys Tyr Pro 
820 825 830 

ttg gga cat gaa gtt aac cac agt egg gaa aca age ata gaa atg gaa 2663 
Leu Gly His Glu Val Asn His Ser Arg Glu Thr Ser lie Glu Met Glu 
835 840 845 

gaa agt gaa ctt gat get cag tat ttg cag aat aca ttc aag gtt tea 2711 
Glu Ser Glu Leu Asp Ala Gin Tyr Leu Gin Asn Thr Phe Lys Val Ser 
850 855 860 

aag cgc cag tea ttt get ctg ttt tea aat cca gga aat gca gaa gag 2 75 9 
Lys Arg Gin Ser Phe Ala Leu Phe Ser Asn Pro Gly Asn Ala Glu Glu 
865 870 875 880 

gaa tgt gca aca ttc tct gec cac tct ggg tec tta aag aaa caa agt 2 807 

Glu Cys Ala Thr Phe Ser Ala His Ser Gly Ser Leu Lys Lys Gin Ser 
885 890 895 

cca aaa gtc act ttt gaa tgt gaa caa aag gaa gaa aat caa gga aag 2855 
Pro Lys Val Thr Phe Glu Cys Glu Gin Lys Glu Glu Asn Gin Gly Lys 
900 905 910 

aat gag tct aat ate aag cct gta cag aca gtt aat ate act gca ggc 2903 
Asn Glu Ser Asn lie Lys Pro Val Gin Thr Val Asn lie Thr Ala Gly 
915 920 925 

ttt cct gtg gtt ggt cag aaa gat aag cca gtt gat aat gec aaa tgt 2951 
Phe Pro Val Val Gly Gin Lys Asp Lys Pro Val Asp Asn Ala Lys Cys 
930 935 940 

agt ate aaa gga ggc tct agg ttt tgt eta tea tct cag ttc aga ggc 2 999 
Ser lie Lys Gly Gly Ser Arg Phe Cys Leu Ser Ser Gin Phe Arg Gly 
945 950 955 960 

aac gaa act gga etc att act cca aat aaa cat gga ctt tta caa aac 3047 
Asn Glu Thr Gly Leu lie Thr Pro Asn Lys His Gly Leu Leu Gin Asn 
965 970 975 

cca tat cgt ata cca cca ctt ttt ccc ate aag tea ttt gtt aaa act 3095 
Pro Tyr Arg lie Pro Pro Leu Phe Pro lie Lys Ser Phe Val Lys Thr 
980 985 990 

aaa tgt aag aaa aat ctg eta gag gaa aac ttt gag gaa cat tea atg 3143 
Lys Cys Lys Lys Asn Leu Leu Glu Glu Asn Phe Glu Glu His Ser Met 
995 1000 1005 



tea cct gaa aga gaa atg 
Ser Pro Glu Arg Glu Met 
1010 



gga aat gag aac att 
Gly Asn Glu Asn lie 
1015 



cca agt aca gtg 3188 

Pro Ser Thr Val 

1020 
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age aca att age cgt 
Ser Thr lie Ser Arg 
1025 

gec age tea age aat 
Ala Ser Ser Ser Asn 
1040 

gtg ggc tec agt att 
Val Gly Ser Ser He 
1055 

caa gca gaa eta ggt 
Gin Ala Glu Leu Gly 
1070 

ctt aga tta ggg gtt 
Leu Arg Leu Gly Val 
1085 

cct gga agt aat tgt 
Pro Gly Ser Asn Cys 
1100 

gaa gaa gta gtt cag 
Glu Glu Val Val Gin 
1115 

att tea gat aac tta 
He Ser Asp Asn Leu 
1130 

cag gtt tgt tct gag 
Gin Val Cys Ser Glu 
1145 

ata aag gaa gat act 
He Lys Glu Asp Thr 
1160 

tct get gtt ttt age 
Ser Ala Val Phe Ser 
1175 

agt cct age cct ttc 
Ser Pro Ser Pro Phe 
1190 

aga ggg gee aag aaa 
Arg Gly Ala Lys Lys 
1205 

gag gat gaa gag ctt 
Glu Asp Glu Glu Leu 
1220 

gta aac aat ata cct 



aat aac att aga gaa aat 
Asn Asn He Arg Glu Asn 
1030 

att aat gaa gta ggt tec 
He Asn Glu Val Gly Ser 
1045 

aat gaa ata ggt tec agt 
Asn Glu lie Gly Ser Ser 
1060 

aga aac aga ggg cca aaa 
Arg Asn Arg Gly Pro Lys 
1075 

ttg caa cct gag gtc tat 
Leu Gin Pro Glu Val Tyr 
1090 

aag cat cct gaa ata aaa 
Lys His Pro Glu lie Lys 
1105 

act gtt aat aca gat ttc 
Thr Val Asn Thr Asp Phe 
1120 

gaa cag cct atg gga agt 
Glu Gin Pro Met Gly Ser 
1135 

aca cct gat gac ctg tta 
Thr Pro Asp Asp Leu Leu 
1150 

agt ttt get gaa aat gac 
Ser Phe Ala Glu Asn Asp 
1165 

aaa age gtc cag aga gga 
Lys Ser Val Gin Arg Gly 
1180 

ace cat aca cat ttg get 
Thr His Thr His Leu Ala 
1195 

tta gag tec tea gaa gag 
Leu Glu Ser Ser Glu Glu 
1210 

ccc tgc ttc caa cac ttg 
Pro Cys Phe Gin His Leu 
1225 

tct cag tct act agg cat 
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gtt ttt aaa gga 3233 

Val Phe Lys Gly 

1035 

agt act aat gaa 3278 

Ser Thr Asn Glu 

1050 

gat gaa aac att 3323 

Asp Glu Asn lie 

1065 

ttg aat get atg 3368 

Leu Asn Ala Met 

1080 

aaa caa agt ctt 3413 

Lys Gin Ser Leu 

1095 

aag caa gaa tat 3458 

Lys Gin Glu Tyr 

1110 

tct cca tat ctg 3503 

Ser Pro Tyr Leu 

1125 

agt cat gca tct 3548 

Ser His Ala Ser 

1140 

gat gat ggt gaa 35 93 

Asp Asp Gly Glu 

1155 

att aag gaa agt 3638 

lie Lys Glu Ser 

1170 

gag ctt age agg 3 683 

Glu Leu Ser Arg 

1185 

cag ggt tac cga 3 72 8 

Gin Gly Tyr Arg 

1200 

aac tta tct agt 3773 

Asn Leu Ser Ser 

1215 

tta ttt ggt aaa 3818 

Leu Phe Gly Lys 

1230 

age ace gtt get 3863 



Val Asn Asn lie Pro 
1235 

acc gag tgt ctg tct 
Thr Glu Cys Leu Ser 
1250 

aag aat age tta aat 
Lys Asn Ser Leu Asn 
1265 

gca tct cag gaa cat 
Ala Ser Gin Glu His 
1280 

age ttg ttt tct tea 
Ser Leu Phe Ser Ser 
1295 

aat aca aac acc cag 
Asn Thr Asn Thr Gin 
1310 

atg agg cat cag tct 
Met Arg His Gin Ser 
1325 

gaa ttg gtt tea gat 
Glu Leu Val Ser Asp 
1340 

aat aat caa gaa gag 
Asn Asn Gin Glu Glu 
1355 

gca tct ggg tgt gag 
Ala Ser Gly Cys Glu 
1370 

ggg eta tec tct cag 
Gly Leu Ser Ser Gin 
1385 

acc atg caa cat aac 
Thr Met Gin His Asn 
1400 

eta gaa get gtg tta 
Leu Glu Ala Val Leu 
1415 

tac cct tec ate ata 
Tyr Pro Ser lie lie 
1430 

aat cca gaa caa age 
Asn Pro Glu Gin Ser 



Ser Gin Ser Thr Arg 
1240 

aag aac aca gag gag 
Lys Asn Thr Glu Glu 
1255 

gac tgc agt aac cag 
Asp Cys Ser Asn Gin 
1270 

cac ctt agt gag gaa 
His Leu Ser Glu Glu 
1285 

cag tgc agt gaa ttg 
Gin Cys Ser Glu Leu 
1300 

gat cct ttc ttg att 
Asp Pro Phe Leu lie 
1315 

gaa age cag gga gtt 
Glu Ser Gin Gly Val 
1330 

gat gaa gaa aga gga 
Asp Glu Glu Arg Gly 
1345 

caa age atg gat tea 
Gin Ser Met Asp Ser 
1360 

agt gaa aca age gtc 
Ser Glu Thr Ser Val 
1375 

agt gac att tta acc 
Ser Asp lie Leu Thr 
1390 

ctg ata aag etc cag 
Leu lie Lys Leu Gin 
1405 

gaa cag cat ggg age 
Glu Gin His Gly Ser 
1420 

agt gac tct tct gec 
Ser Asp Ser Ser Ala 
1435 

aca tea gaa aaa gca 
Thr Ser Glu Lys Ala 



His Ser Thr Val Ala 
1245 

aat tta tta tea ttg 
Asn Leu Leu Ser Leu 
1260 

gta ata ttg gca aag 
Val He Leu Ala Lys 
1275 

aca aaa tgt tct get 
Thr Lys Cys Ser Ala 
1290 

gaa gac ttg act gca 
Glu Asp Leu Thr Ala 
1305 

ggt tct tec aaa caa 
Gly Ser Ser Lys Gin 
1320 

ggt ctg agt gac aag 
Gly Leu Ser Asp Lys 
1335 

ac 9 99 c tt: 9 9 aa 9 aa 
Thr Gly Leu Glu Glu 
1350 

aac tta ggt gaa gca 
Asn Leu Gly Glu Ala 
1365 

tct gaa gac tgc tea 
Ser Glu Asp Cys Ser 
1380 

act cag cag agg gat 
Thr Gin Gin Arg Asp 
1395 

cag gaa atg get gaa 
Gin Glu Met Ala Glu 
1410 

cag cct tct aac age 
Gin Pro Ser Asn Ser 
1425 

ctt gag gac ctg cga 
Leu Glu Asp Leu Arg 
1440 

gta tta act tea cag 
Val Leu Thr Ser Gin 
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1445 

aaa agt agt gaa tac cct 
Lys Ser Ser Glu Tyr Pro 
1460 

get gac aag ttt gag gtg 
Ala Asp Lys Phe Glu Val 
1475 

aaa gaa cca gga gtg gaa 
Lys Glu Pro Gly Val Glu 
1490 

tta gat gat agg tgg tac 
Leu Asp Asp Arg Trp Tyr 
1505 

aat aga aac tac cca tct 
Asn Arg Asn Tyr Pro Ser 
1520 

gtg gag gag caa cag ctg 
Val Glu Glu Gin Gin Leu 
1535 

gaa aca tct tac ttg cca 
Glu Thr Ser Tyr Leu .Pro 
1550 

ctg gaa tct gga ate age 
Leu Glu Ser Gly lie Ser 
1565 

cct tct gaa gac aga gec 
Pro Ser Glu Asp Arg Ala 
1580 

cca tct tea acc tct gca 
Pro Ser Ser Thr Ser Ala 
1595 

gaa tct gec cag ggt cca 
Glu Ser Ala Gin Gly Pro 
1610 

ggg tat aat gca atg gaa 
Gly Tyr Asn Ala Met Glu 
1625 

ttg aca get tea aca gaa 
Leu Thr Ala Ser Thr Glu 
1640 

gtg tct ggc ctg acc cca 
Val Ser Gly Leu Thr Pro 
1655 



1450 

ata age cag aat cca 
He Ser Gin Asn Pro 
1465 

tct gca gat agt tct 
Ser Ala Asp Ser Ser 
1480 

agg tea tec cct tct 
Arg Ser Ser Pro Ser 
1495 

atg cac agt tgc tct 
Met His Ser Cys Ser 
1510 

caa gag gag etc att 
Gin Glu Glu Leu He 
1525 

gaa gag tct ggg cca 
Glu Glu Ser Gly Pro 
1540 

agg caa gat eta gag 
Arg Gin Asp Leu Glu 
1555 

etc ttc tct gat gac 
Leu Phe Ser Asp Asp 
1570 

cca gag tea get cgt 
Pro Glu Ser Ala Arg 
1585 

ttg aaa gtt ccc caa 
Leu Lys Val Pro Gin 
1600 

get get get cat act 
Ala Ala Ala His Thr 
1615 

gaa agt gtg age agg 
Glu Ser Val Ser Arg 
1630 

agg gtc aac aaa aga 
Arg Val Asn Lys Arg 
1645 

gaa gaa ttt atg etc 
Glu Glu Phe Met Leu 
1660 



1455 

gaa ggc ctt tct 4538 

Glu Gly Leu Ser 

1470 

acc agt aaa aat 4583 

Thr Ser Lys Asn 

1485 

aaa tgc cca tea 4628 

Lys Cys Pro Ser 

1500 

999 agt ctt cag 4673 

Gly Ser Leu Gin 

1515 

aag gtt gtt gat 4718 

Lys Val Val Asp 

1530 

cac gat ttg acg 4763 

His Asp Leu Thr 

1545 

gga acc cct tac 4808 

Gly Thr Pro Tyr 

1560 

cct gaa tct gat 4853 

Pro Glu Ser Asp 

1575 

gtt ggc aac ata 4898 

Val Gly Asn He 

1590 

ttg aaa gtt gca 4943 

Leu Lys Val Ala 

1605 

act gat act get 4988 

Thr Asp Thr Ala 

1620 

gag aag cca gaa 5033 

Glu Lys Pro Glu 

1635 

atg tec atg gtg 5078 

Met Ser Met Val 

1650 

gtg tac aag ttt 5123 

Val Tyr Lys Phe 

1665 
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gcc aga aaa cac cac 
Ala Arg Lys His His 
1670 

act act cat gtt gtt 
Thr Thr His Val Val 
1685 

egg aca ctg aaa tat 
Arg Thr Leu Lys Tyr 
1700 

gtt age tat ttc tgg 
Val Ser Tyr Phe Trp 
1715 

ctg aat gag cat gat 
Leu Asn Glu His Asp 
1730 

aga aac cac caa ggt 
Arg Asn His Gin Gly 
1745 

aag ate ttc agg ggg 
Lys lie Phe Arg Gly 
1760 

aac atg ccc aca gat 
Asn Met Pro Thr Asp 
1775 

get tct gtg gtg aag 
Ala Ser Val Val Lys 
1790 

gtc cac cca att gtg 
Val His Pro He Val 
1805 

aat ggc ttc cat gca 
Asn Gly Phe His Ala 
1820 

acc cga gag tgg gtg 
Thr Arg Glu Trp Val 
1835 

gag ctg gac acc tac 
Glu Leu Asp Thr Tyr 
1850 



ate act tta act aat 
He Thr Leu Thr Asn 
1675 

atg aaa aca gat get 
Met Lys Thr Asp Ala 
1690 

ttt eta gga att gcg 
Phe Leu Gly He Ala 
1705 

gtg acc cag tct att 
Val Thr Gin Ser He 
1720 

ttt gaa gtc aga gga 
Phe Glu Val Arg Gly 
1735 

cca aag cga gca aga 
Pro Lys Arg Ala Arg 
1750 

eta gaa ate tgt tgc 
Leu Glu lie Cys Cys 
1765 

caa ctg gaa tgg atg 
Gin Leu Glu Trp Met 
1780 

gag ctt tea tea ttc 
Glu Leu Ser Ser Phe 
1795 

gtt gtg cag cca gat 
Val Val Gin Pro Asp 
1810 

att 999 ca 9 at 9 
He Gly Gin Met Cys 
1825 

ttg gac agt gta gca 
Leu Asp Ser Val Ala 
1840 

ctg ata ccc cag ate 
Leu He Pro Gin He 
1855 



eta att act gaa gag 
Leu He Thr Glu Glu 
1680 

gag ttt gtg tgt gaa 
Glu Phe Val Cys Glu 
1695 

99 a 99 a aaa tgg gta 
Gly Gly Lys Trp Val 
1710 

aaa gaa aga aaa atg 
Lys Glu Arg Lys Met 
1725 

gat gtg gtc aat gga 
Asp Val Val Asn Gly 
1740 

gaa tec cag gac aga 
Glu Ser Gin Asp Arg 
1755 

tat ggg ccc ttc acc 
Tyr Gly Pro Phe Thr 
1770 

gta cag ctg tgt ggt 
Val Gin Leu Cys Gly 
1785 

acc ctt ggc aca ggt 
Thr Leu Gly Thr Gly 
1800 

gcc tgg aca gag gac 
Ala Trp Thr Glu Asp 
1815 

gag gca cct gtg gtg 
Glu Ala Pro Val Val 
1830 

etc tac cag tgc cag 
Leu Tyr Gin Cys Gin 
1845 

ccc cac age cac tac 
Pro His Ser His Tyr 
1860 



tga 



<210> 266 



66 



<211> 1863 

<212> PRT 

<213> Homo sapiens 

<400> 266 

Met Asp Leu Ser Ala Leu Arg Val Glu Glu Val Gin Asn Val lie Asn 
15 10 15 

Ala Met Gin Lys lie Leu Glu Cys Pro He Cys Leu Glu Leu He Lys 
20 25 30 

Glu Pro Val Ser Thr Lys Cys Asp His He Phe Cys Lys Phe Cys Met 
35 40 45 

Leu Lys Leu Leu Asn Gin Lys Lys Gly Pro Ser Gin Cys Pro Leu Cys 
50 55 60 

Lys Asn Asp He Thr Lys Arg Ser Leu Gin Glu Ser Thr Arg Phe Ser 
65 70 75 80 

Gin Leu Val Glu Glu Leu Leu Lys He He Cys Ala Phe Gin Leu Asp 
85 90 95 

Thr Gly Leu Glu Tyr Ala Asn Ser Tyr Asn Phe Ala Lys Lys Glu Asn 
100 105 HO 

Asn Ser Pro Glu His Leu Lys Asp Glu Val Ser He He Gin Ser Met 
115 120 125 

Gly Tyr Arg Asn Arg Ala Lys Arg Leu Leu Gin Ser Glu Pro Glu Asn 
130 135 140 

Pro Ser Leu Gin Glu Thr Ser Leu Ser Val Gin Leu Ser Asn Leu Gly 
145 150 155 160 

Thr Val Arg Thr Leu Arg Thr Lys Gin Arg He Gin Pro Gin Lys Thr 
165 170 175 

Ser Val Tyr He Glu Leu Gly Ser Asp Ser Ser Glu Asp Thr Val Asn 
180 185 190 

Lys Ala Thr Tyr Cys Ser Val Gly Asp Gin Glu Leu Leu Gin He Thr 
195 200 205 

Pro Gin Gly Thr Arg Asp Glu He Ser Leu Asp Ser Ala Lys Lys Ala 
210 215 220 

Ala Cys Glu Phe Ser Glu Thr Asp Val Thr Asn Thr Glu His His Gin 
225 230 235 240 

Pro Ser Asn Asn Asp Leu Asn Thr Thr Glu Lys Arg Ala Ala Glu Arg 
245 250 255 

His Pro Glu Lys Tyr Gin Gly Ser Ser Val Ser Asn Leu His Val Glu 
260 265 270 

Pro Cys Gly Thr Asn Thr His Ala Ser Ser Leu Gin His Glu Asn Ser 
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275 



280 



285 



Ser Leu Leu Leu Thr Lys Asp Arg Met Asn Val Glu Lys Ala Glu Phe 
290 295 300 

Cys Asn Lys Ser Lys Gin Pro Gly Leu Ala Arg Ser Gin His Asn Arg 
305 310 315 320 

Trp Ala Gly Ser Lys Glu Thr Cys Asn Asp Arg Arg Thr Pro Ser Thr 
325 330 335 

Glu Lys Lys Val Asp Leu Asn Ala Asp Pro Leu Cys Glu Arg Lys Glu 
340 345 350 

Trp Asn Lys Gin Lys Leu Pro Cys Ser Glu Asn Pro Arg Asp Thr Glu 
355 360 365 

Asp Val Pro Trp He Thr Leu Asn Ser Ser He Gin Lys Val Asn Glu 
370 375 380 

Trp Phe Ser Arg Ser Asp Glu Leu Leu Gly Ser Asp Asp Ser His Asp 
385 390 395 400 

Gly Glu Ser Glu Ser Asn Ala Lys Val Ala Asp Val Leu Asp Val Leu 
405 410 415 

Asn Glu Val Asp Glu Tyr Ser Gly Ser Ser Glu Lys He Asp Leu Leu 
420 425 430 

Ala Ser Asp Pro His Glu Ala Leu He Cys Lys Ser Glu Arg Val His 
435 440 445 

Ser Lys Ser Val Glu Ser Asn lie Glu Asp Lys He Phe Gly Lys Thr 
450 455 460 

Tyr Arg Lys Lys Ala Ser Leu Pro Asn Leu Ser His Val Thr Glu Asn 
465 470 475 480 

Leu He lie Gly Ala Phe Val Thr Glu Pro Gin lie lie Gin Glu Arg 
485 490 495 

Pro Leu Thr Asn Lys Leu Lys Arg Lys Arg Arg Pro Thr Ser Gly Leu 
500 505 510 

His Pro Glu Asp Phe lie Lys Lys Ala Asp Leu Ala Val Gin Lys Thr 
515 520 525 

Pro Glu Met He Asn Gin Gly Thr Asn Gin Thr Glu Gin Asn Gly Gin 
530 535 540 

Val Met Asn lie Thr Asn Ser Gly His Glu Asn Lys Thr Lys Gly Asp 
545 550 555 560 

Ser lie Gin Asn Glu Lys Asn Pro Asn Pro He Glu Ser Leu Glu Lys 
565 570 575 



Glu Ser Ala Phe Lys Thr Lys Ala Glu Pro He Ser Ser Ser lie Ser 
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580 



585 



590 



Asn Met Glu Leu Glu Leu Asn lie His Asn Ser Lys Ala Pro Lys Lys 
595 600 605 

Asn Arg Leu Arg Arg Lys Ser Ser Thr Arg His lie His Ala Leu Glu 
610 615 620 

Leu Val Val Ser Arg Asn Leu Ser Pro Pro Asn Cys Thr Glu Leu Gin 
625 630 635 640 

lie Asp Ser Cys Ser Ser Ser Glu Glu lie Lys Lys Lys Lys Tyr Asn 
645 650 655 

Gin Met Pro Val Arg His Ser Arg Asn Leu Gin Leu Met Glu Gly Lys 
660 665 670 

Glu Pro Ala Thr Gly Ala Lys Lys Ser Asn Lys Pro Asn Glu Gin Thr 
675 680 685 

Ser Lys Arg His Asp Ser Asp Thr Phe Pro Glu Leu Lys Leu Thr Asn 
690 695 700 

Ala Pro Gly Ser Phe Thr Lys Cys Ser Asn Thr Ser Glu Leu Lys Glu 
705 710 715 720 

Phe Val Asn Pro Ser Leu Pro Arg Glu Glu Lys Glu Glu Lys Leu Glu 
725 730 735 

Thr Val Lys Val Ser Asn Asn Ala Glu Asp Pro Lys Asp Leu Met Leu 
740 745 750 

Ser Gly Glu Arg Val Leu Gin Thr Glu Arg Ser Val Glu Ser Ser Ser 
755 760 765 

lie Ser Leu Val Pro Gly Thr Asp Tyr Gly Thr Gin Glu Ser He Ser 
770 775 780 

Leu Leu Glu Val Ser Thr Leu Gly Lys Ala Lys Thr Glu Pro Asn Lys 
785 790 795 800 

Cys Val Ser Gin Cys Ala Ala Phe Glu Asn Pro Lys Gly Leu He His 
805 810 815 

Gly Cys Ser Lys Asp Asn Arg Asn Asp Thr Glu Gly Phe Lys Tyr Pro 
820 825 830 

Leu Gly His Glu Val Asn His Ser Arg Glu Thr Ser He Glu Met Glu 
835 840 845 

Glu Ser Glu Leu Asp Ala Gin Tyr Leu Gin Asn Thr Phe Lys Val Ser 
850 855 860 

Lys Arg Gin Ser Phe Ala Leu Phe Ser Asn Pro Gly Asn Ala Glu Glu 
865 870 875 880 



Glu Cys Ala Thr Phe Ser Ala His Ser Gly Ser Leu Lys Lys Gin Ser 
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885 



890 



895 



Pro Lys Val Thr Phe Glu Cys Glu Gin Lys Glu GluAsn Gin Gly Lys 
900 905 910 

Asn Glu Ser Asn lie Lys Pro Val Gin Thr Val Asn lie Thr Ala Gly 
915 920 925 

Phe Pro Val Val Gly Gin Lys Asp Lys Pro Val Asp Asn Ala Lys Cys 
930 935 940 

Ser lie Lys Gly Gly Ser Arg Phe Cys Leu Ser Ser Gin Phe Arg Gly 
945 950 955 960 

Asn Glu Thr Gly Leu lie Thr Pro Asn Lys His Gly Leu Leu Gin Asn 
965 970 975 

Pro Tyr Arg lie Pro Pro Leu Phe Pro lie Lys Ser Phe Val Lys Thr 
980 985 990 

Lys Cys Lys Lys Asn Leu Leu Glu Glu Asn Phe Glu Glu His Ser Met 
995 1000 1005 

Ser Pro Glu Arg Glu Met Gly Asn Glu Asn lie Pro Ser Thr Val 
1010 1015 1020 

Ser Thr lie Ser Arg Asn Asn lie Arg Glu Asn Val Phe Lys Gly 
1025 1030 1035 

Ala Ser Ser Ser Asn lie Asn Glu Val Gly Ser Ser Thr Asn Glu 
1040 1045 1050 

Val Gly Ser Ser lie Asn Glu lie Gly Ser Ser Asp Glu Asn lie 
1055 1060 1065 

Gin Ala Glu Leu Gly Arg Asn Arg Gly Pro Lys Leu Asn Ala Met 
1070 1075 1080 

Leu Arg Leu Gly Val Leu Gin Pro Glu Val Tyr Lys Gin Ser Leu 
1085 1090 1095 

Pro Gly Ser Asn Cys Lys His Pro Glu lie Lys Lys Gin Glu Tyr 
1100 1105 1110 

Glu Glu Val Val Gin Thr Val Asn Thr Asp Phe Ser Pro Tyr Leu 
1115 1120 1125 

lie Ser Asp Asn Leu Glu Gin Pro Met Gly Ser Ser His Ala Ser 
1130 1135 1140 

Gin Val Cys Ser Glu Thr Pro Asp Asp Leu Leu Asp Asp Gly Glu 
1145 1150 1155 

lie Lys Glu Asp Thr Ser Phe Ala Glu Asn Asp lie Lys Glu Ser 
1160 1165 1170 

Ser Ala Val Phe Ser Lys Ser Val Gin Arg Gly Glu Leu Ser Arg 
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1175 



1180 



1185 



Ser Pro Ser Pro Phe Thr His Thr His Leu Ala Gin Gly Tyr Arg 
1190 1195 1200 

Arg Gly Ala Lys Lys Leu Glu Ser Ser Glu Glu Asn Leu Ser Ser 
1205 1210 1215 

Glu Asp Glu Glu Leu Pro Cys Phe Gin His Leu Leu Phe Gly Lys 
1220 1225 1230 

Val Asn Asn lie Pro Ser Gin Ser Thr Arg His Ser Thr Val Ala 
1235 1240 1245 

Thr Glu Cys Leu Ser Lys Asn Thr Glu Glu Asn Leu Leu Ser Leu 
1250 1255 1260 

Lys Asn Ser Leu Asn Asp Cys Ser Asn Gin Val lie Leu Ala Lys 
1265 1270 1275 

Ala Ser Gin Glu His His Leu Ser Glu Glu Thr Lys Cys Ser Ala 
1280 1285 1290 

Ser Leu Phe Ser Ser Gin Cys Ser Glu Leu Glu Asp Leu Thr Ala 
1295 1300 1305 

Asn Thr Asn Thr Gin Asp Pro Phe Leu lie Gly Ser Ser Lys Gin 
1310 1315 1320 

Met Arg His Gin Ser Glu Ser Gin Gly Val Gly Leu Ser Asp Lys 
1325 1330 1335 

Glu Leu Val Ser Asp Asp Glu Glu Arg Gly Thr Gly Leu Glu Glu 
1340 1345 1350 

Asn Asn Gin Glu Glu Gin Ser Met Asp Ser Asn Leu Gly Glu Ala 
1355 1360 1365 

Ala Ser Gly Cys Glu Ser Glu Thr Ser Val Ser Glu Asp Cys Ser 
1370 1375 1380 

Gly Leu Ser Ser Gin Ser Asp lie Leu Thr Thr Gin Gin Arg Asp 
1385 1390 1395 

Thr Met Gin His Asn Leu lie Lys Leu Gin Gin Glu Met Ala Glu 
1400 1405 1410 

Leu Glu Ala Val Leu Glu Gin His Gly Ser Gin Pro Ser Asn Ser 
1415 1420 1425 

Tyr Pro Ser lie lie Ser Asp Ser Ser Ala Leu Glu Asp Leu Arg 
1430 1435 1440 

Asn Pro Glu Gin Ser Thr Ser Glu Lys Ala Val Leu Thr Ser Gin 
1445 1450 1455 

Lys Ser Ser Glu Tyr Pro lie Ser Gin Asn Pro Glu Gly Leu Ser 
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1460 



1465 



1470 



Ala Asp Lys Phe Glu Val Ser Ala Asp Ser Ser Thr Ser Lys Asn 
1475 1480 1485 

Lys Glu Pro Gly Val Glu Arg Ser Ser Pro Ser Lys Cys Pro Ser 
1490 1495 1500 

Leu Asp Asp Arg Trp Tyr Met His Ser Cys Ser Gly Ser Leu Gin 
1505 1510 1515 

Asn Arg Asn Tyr Pro Ser Gin Glu Glu Leu lie Lys Val Val Asp 
1520 1525 1530 

Val Glu Glu Gin Gin Leu Glu Glu Ser Gly Pro His Asp Leu Thr 
1535 1540 1545 

Glu Thr Ser Tyr Leu Pro Arg Gin Asp Leu Glu Gly Thr Pro Tyr 
1550 1555 1560 

Leu Glu Ser Gly lie Ser Leu Phe Ser Asp Asp Pro Glu Ser Asp 
1565 1570 1575 

Pro Ser Glu Asp Arg Ala Pro Glu Ser Ala Arg Val Gly Asn lie 
1580 1585 1590 

Pro Ser Ser Thr Ser Ala Leu Lys Val Pro Gin Leu Lys Val Ala 
1595 1600 1605 

Glu Ser Ala Gin Gly Pro Ala Ala Ala His Thr Thr Asp Thr Ala 
1610 1615 1620 

Gly Tyr Asn Ala Met Glu Glu Ser Val Ser Arg Glu Lys Pro Glu 
1625 1630 1635 

Leu Thr Ala Ser Thr Glu Arg Val Asn Lys Arg Met Ser Met Val 
1640 1645 1650 

Val Ser Gly Leu Thr Pro Glu Glu Phe Met Leu Val Tyr Lys Phe 
1655 1660 1665 

Ala Arg Lys His His lie Thr Leu Thr Asn Leu lie Thr Glu Glu 
1670 1675 1680 

Thr Thr His Val Val Met Lys Thr Asp Ala Glu Phe Val Cys Glu 
1685 1690 1695 

Arg Thr Leu Lys Tyr Phe Leu Gly lie Ala Gly Gly Lys Trp Val 
1700 1705 1710 

Val Ser Tyr Phe Trp Val Thr Gin Ser lie Lys Glu Arg Lys Met 
1715 1720 1725 

Leu Asn Glu His Asp Phe Glu Val Arg Gly Asp Val Val Asn Gly 
1730 1735 1740 

Arg Asn His Gin Gly Pro Lys Arg Ala Arg Glu Ser Gin Asp Arg 
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1745 



1750 



1755 



Lys lie 
1760 

Asn Met 
1775 

Ala Ser 
1790 

Val His 
1805 

Asn Gly 
1820 

Thr Arg 
1835 

Glu Leu 
1850 



Phe Arg 
Pro Thr 
Val Val 
Pro lie 
Phe His 
Glu Trp 
Asp Thr 



Gly Leu Glu 
1765 

Asp Gin Leu 
1780 

Lys Glu Leu 
1795 

Val Val Val 
1810 

Ala He Gly 
1825 

Val Leu Asp 
1840 

Tyr Leu lie 
1855 



He Cys Cys 
Glu Trp Met 
Ser Ser Phe 
Gin Pro Asp 
Gin Met Cys 
Ser Val Ala 
Pro Gin He 



Tyr Gly 
1770 

Val Gin 
1785 

Thr Leu 
1800 

Ala Trp 
1815 

Glu Ala 
1830 

Leu Tyr 
1845 

Pro His 
1860 



Pro Phe Thr 
Leu Cys Gly 
Gly Thr Gly 
Thr Glu Asp 
Pro Val Val 
Gin Cys Gin 
Ser His Tyr 



<210> 267 

<211> 5711 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (120) . . (5711) 

<223> omi3 sequences 

<400> 267 

agctcgctga gacttcctgg accccgcacc aggctgtggg gtttctcaga taactgggcc 60 

cctgcgctca ggaggccttc accctctgct ctgggtaaag ttcattggaa cagaaagaa 119 

atg gat tta tct get ctt cgc gtt gaa gaa gta caa aat gtc att aat 167 
Met Asp Leu Ser Ala Leu Arg Val Glu Glu Val Gin Asn Val He Asn 
15 10 15 

get atg cag aaa ate tta gag tgt ccc ate tgt ctg gag ttg ate aag 215 
Ala Met Gin Lys lie Leu Glu Cys Pro He Cys Leu Glu Leu He Lys 
20 25 30 



gaa cct gtc tec aca aag 
Glu Pro Val Ser Thr Lys 
35 

ctg aaa ctt etc aac cag 
Leu Lys Leu Leu Asn Gin 
50 

aag aat gat ata acc aaa 
Lys Asn Asp He Thr Lys 



tgt gac cac ata ttt tgc 
Cys Asp His lie Phe Cys 
40 

aag aaa ggg cct tea cag 
Lys Lys Gly Pro Ser Gin 
55 60 

agg age eta caa gaa agt 
Arg Ser Leu Gin Glu Ser 



aaa ttt tgc atg 263 

Lys Phe Cys Met 

45 

tgt cct tta tgt 311 
Cys Pro Leu Cys 



acg aga ttt agt 359 
Thr Arg Phe Ser 
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65 70 75 80 

caa ctt gtt gaa gag eta ttg aaa ate att tgt get ttt cag ctt gac 407 
Gin Leu Val Glu Glu Leu Leu Lys lie lie Cys Ala Phe Gin Leu Asp 
85 90 95 

aca ggt ttg gag tat gca aac age tat aat ttt gca aaa aag gaa aat 455 
Thr Gly Leu Glu Tyr Ala Asn Ser Tyr Asn Phe Ala Lys Lys Glu Asn 
100 105 110 

aac tct cct gaa cat eta aaa gat gaa gtt tct ate ate caa agt atg 503 
Asn Ser Pro Glu His Leu Lys Asp Glu Val Ser lie lie Gin Ser Met 
115 120 125 

ggc tac aga aac cgt gee aaa aga ctt eta cag agt gaa ccc gaa aat 551 
Gly Tyr Arg Asn Arg Ala Lys Arg Leu Leu Gin Ser Glu Pro Glu Asn 
130 135 140 

cct tec ttg cag gaa acc agt etc agt gtc caa etc tct aac ctt gga 599 
Pro Ser Leu Gin Glu Thr Ser Leu Ser Val Gin Leu Ser Asn Leu Gly 
145 150 155 160 

act gtg aga act ctg agg aca aag cag egg ata caa cct caa aag acg 647 
Thr Val Arg Thr Leu Arg Thr Lys Gin Arg lie Gin Pro Gin Lys Thr 
165 170 175 

tct gtc tac att gaa ttg gga tct gat tct tct gaa gat acc gtt aat 695 
Ser Val Tyr lie Glu Leu Gly Ser Asp Ser Ser Glu Asp Thr Val Asn 
180 185 190 

aag gca act tat tgc agt gtg gga gat caa gaa ttg tta caa ate acc 743 
Lys Ala Thr Tyr Cys Ser Val Gly Asp Gin Glu Leu Leu Gin lie Thr 
195 200 205 

cct caa gga acc agg gat gaa ate agt ttg gat tct gca aaa aag get 791 
Pro Gin Gly Thr Arg Asp Glu lie Ser Leu Asp Ser Ala Lys Lys Ala 
210 215 220 

get tgt gaa ttt tct gag acg gat gta aca aat act gaa cat cat caa 83 9 

Ala Cys Glu Phe Ser Glu Thr Asp Val Thr Asn Thr Glu His His Gin 
225 230 235 240 

ccc agt aat aat gat ttg aac acc act gag aag cgt gca get gag agg 887 
Pro Ser Asn Asn Asp Leu Asn Thr Thr Glu Lys Arg Ala Ala Glu Arg 
245 250 255 

cat cca gaa aag tat cag ggt agt tct gtt tea aac ttg cat gtg gag 935 
His Pro Glu Lys Tyr Gin Gly Ser Ser Val Ser Asn Leu His Val Glu 
260 265 270 

cca tgt ggc aca aat act cat gee age tea tta cag cat gag aac age 983 
Pro Cys Gly Thr Asn Thr His Ala Ser Ser Leu Gin His Glu Asn Ser 
275 280 285 

agt tta tta etc act aaa gac aga atg aat gta gaa aag get gaa ttc 1031 
Ser Leu Leu Leu Thr Lys Asp Arg Met Asn Val Glu Lys Ala Glu Phe 
290 295 300 
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£ E £ E E S E S E S 5 E E S E E 1073 



305 31° 



S K 5 £ 5 E E cS £ £ 5 5 £ £ £ E 

325 330 

E £ £ £ S £ £ E £ £ S E S E £ E 

340 345 

£ £ £ £ - = E £ £ E £ £ £ S £ E 

355 360 365 

oat att cct tag ata aca eta aat age age att cag aaa gtt aat gag 
Asp Val Pro Trp He Thr Leu Asn Ser Ser lie Gin Lys Val Asn Glu 

o 7 c 380 
370 375 

t- m n-t- tec aca aqt gat gaa ctg tta ggt tct gat gac tea cat gat 
S £ S sir Asp Glu Leu Leu oly Ser AS p Asp Ser Hxs Asp 

3 90 3 95 

S E £ E £ £ E £ £ E £ £ £ E £ £ 

405 410 

£ E £ £ E £ £ S E £ E £ £ £ £ 

420 425 

£ E £ £ £ E E £ S £ £ E E 5 £ £ 

435 440 445 

tee aaa tea gta gag agt aat att gaa gae aaa ata ttt ggg aaa ace 
Ser Lys Ser Val Glu Ser Asn lie Glu Asp Lys lie Phe Gly Lys Tnr 

455 460 



£ £ £ £ E E £ £ £ £ | S « £ E £ 

465 470 475 

eta att ata gga gea ttt gtt aet gag eea cag ata ata caa gag cgt 
Leu He lie Gly Ala Phe Val Thr Glu Pro Gin He lie Gin Glu Arg 
485 490 

£ £ £ £ £ £ £ £ £ S £ E £ E 5 £ 



500 



505 



cat cct gag gat ttt ate aag aaa gca gat ttg gca gtt caa aag act 
Sb Pro Til Lp Phe lie Lys Lys Ala Asp Leu Ala Val Gin Lys Thr 
515 520 525 



1127 



1175 



1223 



1271 



1319 



1367 



1415 



1463 



1511 



1559 



1607 



1655 



1703 



75 



cct gaa atg ata aat cag gga act aac caa acg gag cag aat ggt caa 1751 
Pro Glu Met He Asn Gin Gly Thr Asn Gin Thr Glu Gin Asn Gly Gin 
530 535 540 

gtg atg aat att act aat agt ggt cat gag aat aaa aca aaa ggt gat 17 99 

Val Met Asn He Thr Asn Ser Gly His Glu Asn Lys Thr Lys Gly Asp 
545 550 555 560 

tct att cag aat gag aaa aat cct aac cca ata gaa tea etc gaa aaa 1847 
Ser He Gin Asn Glu Lys Asn Pro Asn Pro He Glu Ser Leu Glu Lys 
565 570 575 

gaa tct get ttc aaa acg aaa get gaa cct ata age age agt ata age 1895 
Glu Ser Ala Phe Lys Thr Lys Ala Glu Pro lie Ser Ser Ser He Ser 
580 585 590 

aat atg gaa etc gaa tta aat ate cac aat tea aaa gca cct aaa aag 1943 
Asn Met Glu Leu Glu Leu Asn He His Asn Ser Lys Ala Pro Lys Lys 
595 600 605 

aat agg ctg agg agg aag tct tct acc agg cat att cat gcg ctt gaa 1991 
Asn Arg Leu Arg Arg Lys Ser Ser Thr Arg His He His Ala Leu Glu 
610 615 620 

eta gta gtc agt aga aat eta age cca cct aat tgt act gaa ttg caa 2039 
Leu Val Val Ser Arg Asn Leu Ser Pro Pro Asn Cys Thr Glu Leu Gin 
625 630 635 640 

att gat agt tgt tct age agt gaa gag ata aag aaa aaa aag tac aac 2 0 87 

He Asp Ser Cys Ser Ser Ser Glu Glu He Lys Lys Lys Lys Tyr Asn 
645 650 655 

caa atg cca gtc agg cac age aga aac eta caa etc atg gaa ggt aaa 2135 
Gin Met Pro Val Arg His Ser Arg Asn Leu Gin Leu Met Glu Gly Lys 
660 665 670 

gaa cct gca act gga gee aag aag agt aac aag cca aat gaa cag aca 2183 
Glu Pro Ala Thr Gly Ala Lys Lys Ser Asn Lys Pro Asn Glu Gin Thr 
675 680 685 

agt aaa aga cat gac age gat act ttc cca gag ctg aag tta aca aat 22 31 

Ser Lys Arg His Asp Ser Asp Thr Phe Pro Glu Leu Lys Leu Thr Asn 
690 695 700 

gca cct ggt tct ttt act aag tgt tea aat acc agt gaa ctt aaa gaa 2279 
Ala Pro Gly Ser Phe Thr Lys Cys Ser Asn Thr Ser Glu Leu Lys Glu 
705 710 715 720 

ttt gtc aat cct age ctt cca aga gaa gaa aaa gaa gag aaa eta gaa 2327 
Phe Val Asn Pro Ser Leu Pro Arg Glu Glu Lys Glu Glu Lys Leu Glu 
725 730 735 

aca gtt aaa gtg tct aat aat get gaa gac ccc aaa gat etc atg tta 2375 
Thr Val Lys Val Ser Asn Asn Ala Glu Asp Pro Lys Asp Leu Met Leu 
740 745 750 

agt gga gaa agg gtt ttg caa act gaa aga tct gta gag agt age agt 2423 
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s« « y Olu «, val L«u Gl„ Thr <a. »g s« va! 01. S« s« ser 

S S 2 £ £ £ £ £ S E E E £ S 2 
£ £ S £ E E 2 S £ K i = E = - i 

785 790 

£ 53 £ S £ E K £ E E £ £ 5 £ £ £ 

805 81U 

S £ £ £ £ £ £ £ 5 £ £ S £ £ £ £ 

820 825 

2 K £ S £ £ £ £ £ S £ E S E £ E 

835 840 

K S K £ £ £ £ £ £ £ » i s - s s 

850 855 
aag cgc cag tea ttt get ctg ttt tea aat cca gga aat gca ga. 9*9 

Lys Arg Gin Ser Phe Ala Leu Phe Ser Asn Pro o y ^ 

865 

C £ E £ £ £ E E £ 5 £ £ S £ E « 
S £ S £ £ E £ E E £ E E £ E E £ 

900 905 

£ S £ £ £ £ £ « £ £ « - S s K ~ 

2 £ £ £ S £ £ £ £ £ S £ £ E £ £ 

930 935 

4.4-4- t-rrt- rta tea tct cag ttc aga ggc 

£ £ £ E E £ SI £ £ £ - S e, G1 „ p. «, «, 

945 9i5U 

aac gaa act gga etc att act cca aat aaa cat gga ctt tta caa aac 
Asn Glu Thr Gly Leu He Thr Pro Asn Lys His Gly ^ 
965 970 

nrr atc aaq tea ttt gtt aaa act 

III £ £ £ £ £ £ £ £ £ ^ - - - «*• ~ 



2471 



2519 



2567 



2615 



2663 



2711 



2759 



2807 



2855 



2903 



2951 



2999 



3047 



3095 



77 



980 



985 



990 



aaa tgt aag aaa aat ctg eta gag gaa aac ttt gag gaa cat tea atg 3143 
Lys Cys Lys Lys Asn Leu Leu Glu Glu Asn Phe Glu Glu His Ser Met 
995 1000 1005 

tea cct gaa aga gaa atg gga aat gag aac att cca agt aca gtg 3188 
Ser Pro Glu Arg Glu Met Gly Asn Glu Asn lie Pro Ser Thr Val 
1010 1015 1020 

age aca att age cgt aat aac att aga gaa aat gtt ttt aaa gaa 3233 
Ser Thr lie Ser Arg Asn Asn lie Arg Glu Asn Val Phe Lys Glu 
1025 1030 1035 

gee age tea age aat att aat gaa gta ggt tec agt act aat gaa 3278 
Ala Ser Ser Ser Asn lie Asn Glu Val Gly Ser Ser Thr Asn Glu 
1040 1045 1050 

9^9 99 c tcc a gt att aat 9 aa ata 99t tcc a 9t 9 at 9 aa aac att 3323 
Val Gly Ser Ser lie Asn Glu lie Gly Ser Ser Asp Glu Asn lie 
1055 1060 1065 

caa gca gaa eta ggt aga aac aga ggg cca aaa ttg aat get atg 3 3 68 

Gin Ala Glu Leu Gly Arg Asn Arg Gly Pro Lys Leu Asn Ala Met 
1070 1075 1080 

ctt aga tta ggg gtt ttg caa cct gag gtc tat aaa caa agt ctt 3413 
Leu Arg Leu Gly Val Leu Gin Pro Glu Val Tyr Lys Gin Ser Leu 
1085 1090 1095 

cct gga agt aat tgt aag cat cct gaa ata aaa aag caa gaa tat 3458 
Pro Gly Ser Asn Cys Lys His Pro Glu lie Lys Lys Gin Glu Tyr 
1100 1105 1110 

gaa gaa gta gtt cag act gtt aat aca gat ttc tct cca tat ctg 3503 
Glu Glu Val Val Gin Thr Val Asn Thr Asp Phe Ser Pro Tyr Leu 
1115 1120 1125 

att tea gat aac tta gaa cag cct atg gga agt agt cat gca tct 3548 
lie Ser Asp Asn Leu Glu Gin Pro Met Gly Ser Ser His Ala Ser 
1130 1135 1140 

cag gtt tgt tct gag aca cct gat gac ctg tta gat gat ggt gaa 3593 
Gin Val Cys Ser Glu Thr Pro Asp Asp Leu Leu Asp Asp Gly Glu 
1145 1150 1155 

ata aag gaa gat act agt ttt get gaa aat gac att aag gaa agt 3 63 8 

lie Lys Glu Asp Thr Ser Phe Ala Glu Asn Asp lie Lys Glu Ser 
1160 1165 1170 

tct get gtt ttt age aaa age gtc cag aaa gga gag ctt age agg 3683 
Ser Ala Val Phe Ser Lys Ser Val Gin Lys Gly Glu Leu Ser Arg 
1175 1180 1185 

agt cct age cct ttc acc cat aca cat ttg get cag ggt tac cga 3728 
Ser Pro Ser Pro Phe Thr His Thr His Leu Ala Gin Gly Tyr Arg 
1190 1195 1200 
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aga ggg gcc aag aaa tta gag tec tea gaa gag aac tta tct agt 3773 
Arg Gly Ala Lys Lys Leu Glu Ser Ser Glu Glu Asn Leu Ser Ser 
1205 1210 1215 

gag gat gaa gag ctt ccc tgc ttc caa cac ttg tta ttt ggt aaa 3 818 

Glu Asp Glu Glu Leu Pro Cys Phe Gin His Leu Leu Phe Gly Lys 
1220 1225 1230 

gta aac aat ata cct tct cag tct act agg cat age acc gtt get 3 863 

Val Asn Asn lie Pro Ser Gin Ser Thr Arg His Ser Thr Val Ala 
1235 1240 1245 

acc gag tgt ctg tct aag aac aca gag gag aat tta tta tea ttg 3 908 

Thr Glu Cys Leu Ser Lys Asn Thr Glu Glu Asn Leu Leu Ser Leu 
1250 1255 1260 

aag aat age tta aat gac tgc agt aac cag gta ata ttg gca aag 3953 
Lys Asn Ser Leu Asn Asp Cys Ser Asn Gin Val lie Leu Ala Lys 
1265 1270 1275 

gca tct cag gaa cat cac ctt agt gag gaa aca aaa tgt tct get 3998 
Ala Ser Gin Glu His His Leu Ser Glu Glu Thr Lys Cys Ser Ala 
1280 1285 1290 

age ttg ttt tct tea cag tgc agt gaa ttg gaa gac ttg act gca 4043 
Ser Leu Phe Ser Ser Gin Cys Ser Glu Leu Glu Asp Leu Thr Ala 
1295 1300 1305 

aat aca aac acc cag gat cct ttc ttg att ggt tct tec aaa caa 4088 
Asn Thr Asn Thr Gin Asp Pro Phe Leu He Gly Ser Ser Lys Gin 
1310 1315 1320 

atg agg cat cag tct gaa age cag gga gtt ggt ctg agt gac aag 4133 
Met Arg His Gin Ser Glu Ser Gin Gly Val Gly Leu Ser Asp Lys 
1325 1330 1335 

gaa ttg gtt tea gat gat gaa gaa aga gga acg ggc ttg gaa gaa 4178 
Glu Leu Val Ser Asp Asp Glu Glu Arg Gly Thr Gly Leu Glu Glu 
1340 1345 1350 

aat aat caa gaa gag caa age atg gat tea aac tta ggt gaa gca 4223 
Asn Asn Gin Glu Glu Gin Ser Met Asp Ser Asn Leu Gly Glu Ala 
1355 1360 1365 

gca tct ggg tgt gag agt gaa aca age gtc tct gaa gac tgc tea 4268 
Ala Ser Gly Cys Glu Ser Glu Thr Ser Val Ser Glu Asp Cys Ser 
1370 1375 1380 

ggg eta tec tct cag agt gac att tta acc act cag cag agg gat 4313 
Gly Leu Ser Ser Gin Ser Asp He Leu Thr Thr Gin Gin Arg Asp 
1385 1390 1395 

acc atg caa cat aac ctg ata aag etc cag cag gaa atg get gaa 4358 
Thr Met Gin His Asn Leu He Lys Leu Gin Gin Glu Met Ala Glu 
1400 1405 1410 
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eta gaa get gtg tta gaa cag cat ggg age cag cct tct aac age 4403 
Leu Glu Ala Val Leu Glu Gin His Gly Ser Gin Pro Ser Asn Ser 
1415 1420 1425 

tac cct tec ate ata agt gac tct tct gee ctt gag gac ctg cga 4448 
Tyr Pro Ser lie lie Ser Asp Ser Ser Ala Leu Glu Asp Leu Arg 
1430 1435 1440 

aat cca gaa caa age aca tea gaa aaa gca gta tta act tea cag 4493 
Asn Pro Glu Gin Ser Thr Ser Glu Lys Ala Val Leu Thr Ser Gin 
1445 1450 1455 

aaa agt agt gaa tac cct ata age cag aat cca gaa ggc ctt tct 453 8 

Lys Ser Ser Glu Tyr Pro lie Ser Gin Asn Pro Glu Gly Leu Ser 
1460 1465 1470 

get gac aag ttt gag gtg tct gca gat agt tct ace agt aaa aat 4583 
Ala Asp Lys Phe Glu Val Ser Ala Asp Ser Ser Thr Ser Lys Asn 
1475 1480 1485 

aaa gaa cca gga gtg gaa agg tea tec cct tct aaa tgc cca tea 4628 
Lys Glu Pro Gly Val Glu Arg Ser Ser Pro Ser Lys Cys Pro Ser 
1490 1495 1500 

tta gat gat agg tgg tac atg cac agt tgc tct ggg agt ctt cag 4673 
Leu Asp Asp Arg Trp Tyr Met His Ser Cys Ser Gly Ser Leu Gin 
1505 1510 1515 

aat aga aac tac cca tct caa gag gag etc att aag gtt gtt gat 4718 
Asn Arg Asn Tyr Pro Ser Gin Glu Glu Leu He Lys Val Val Asp 
1520 1525 1530 

gtg gag gag caa cag ctg gaa gag tct ggg cca cac gat ttg acg 4 763 

Val Glu Glu Gin Gin Leu Glu Glu Ser Gly Pro His Asp Leu Thr 
1535 1540 1545 

gaa aca tct tac ttg cca agg caa gat eta gag gga acc cct tac 4808 
Glu Thr Ser Tyr Leu Pro Arg Gin Asp Leu Glu Gly Thr Pro Tyr 
1550 1555 1560 

ctg gaa tct gga ate age etc ttc tct gat gac cct gaa tct gat 4853 
Leu Glu Ser Gly He Ser Leu Phe Ser Asp Asp Pro Glu Ser Asp 
1565 1570 1575 

cct tct gaa gac aga gec cca gag tea get cgt gtt ggc aac ata 4898 
Pro Ser Glu Asp Arg Ala Pro Glu Ser Ala Arg Val Gly Asn He 
1580 1585 1590 

cca tct tea acc tct gca ttg aaa gtt ccc caa ttg aaa gtt gca 4943 
Pro Ser Ser Thr Ser Ala Leu Lys Val Pro Gin Leu Lys Val Ala 
1595 1600 1605 

gaa tct gec cag agt cca get get get cat act act gat act get 4988 
Glu Ser Ala Gin Ser Pro Ala Ala Ala His Thr Thr Asp Thr Ala 
1610 1615 1620 

ggg tat aat gca atg gaa gaa agt gtg age agg gag aag cca gaa 5033 
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Gly Tyr Asn Ala Met 
1625 

ttg aca get tea aca 
Leu Thr Ala Ser Thr 
1640 

gtg tct ggc ctg ace 
Val Ser Gly Leu Thr 
1655 

gee aga aaa cac cac 
Ala Arg Lys His His 
1670 

act act cat gtt gtt 
Thr Thr His Val Val 
1685 

egg aca ctg aaa tat 
Arg Thr Leu Lys Tyr 
1700 

gtt age tat ttc tgg 
Val Ser Tyr Phe Trp 
1715 

ctg aat gag cat gat 
Leu Asn Glu His Asp 
1730 

aga aac cac caa ggt 
Arg Asn His Gin Gly 
1745 

aag ate ttc agg ggg 
Lys lie Phe Arg Gly 
1760 

aac atg ccc aca gat 
Asn Met Pro Thr Asp 
1775 

get tct gtg gtg aag 
Ala Ser Val Val Lys 
1790 

gtc cac cca att gtg 
Val His Pro lie Val 
1805 

aat 99 c ttc cat 9 ca 
Asn Gly Phe His Ala 
1820 

acc cga gag tgg gtg 
Thr Arg Glu Trp Val 



Glu Glu Ser Val Ser 
1630 

gaa agg gtc aac aaa 

Glu Arg Val Asn Lys 
1645 

cca gaa gaa ttt atg 

Pro Glu Glu Phe Met 
1660 

ate act tta act aat 

lie Thr Leu Thr Asn 
1675 

atg aaa aca gat get 

Met Lys Thr Asp Ala 
1690 

ttt eta gga att gcg 

Phe Leu Gly He Ala 
1705 

gtg acc cag tct att 

Val Thr Gin Ser He 
1720 

ttt gaa gtc aga gga 

Phe Glu Val Arg Gly 
1735 

cca aag cga gca aga 

Pro Lys Arg Ala Arg 
1750 

eta gaa ate tgt tgc 

Leu Glu He Cys Cys 
1765 

caa ctg gaa tgg atg 

Gin Leu Glu Trp Met 
1780 

gag ctt tea tea ttc 

Glu Leu Ser Ser Phe 
1795 

gtt gtg cag cca gat 

Val Val Gin Pro Asp 
1810 

att ggg cag atg tgt 

He Gly Gin Met Cys 
1825 

ttg gac agt gta gca 

Leu Asp Ser Val Ala 



Arg Glu Lys Pro Glu 
1635 

aga atg tec atg gtg 
Arg Met Ser Met Val 
1650 

etc gtg tac aag ttt 
Leu Val Tyr Lys Phe 
1665 

eta att act gaa gag 
Leu He Thr Glu Glu 
1680 

gag ttt gtg tgt gaa 
Glu Phe Val Cys Glu 
1695 

gga gga aaa tgg gta 
Gly Gly Lys Trp Val 
1710 

aaa gaa aga aaa atg 
Lys Glu Arg Lys Met 
1725 

gat gtg gtc aat gga 
Asp Val Val Asn Gly 
1740 

gaa tec cag gac aga 
Glu Ser Gin Asp Arg 
1755 

tat ggg ccc ttc acc 
Tyr Gly Pro Phe Thr 
1770 

gta cag ctg tgt ggt 
Val Gin Leu Cys Gly 
1785 

acc ctt ggc aca ggt 
Thr Leu Gly Thr Gly 
1800 

gee tgg aca gag gac 
Ala Trp Thr Glu Asp 
1815 

gag gca cct gtg gtg 
Glu Ala Pro Val Val 
1830 

etc tac cag tgc cag 
Leu Tyr Gin Cys Gin 
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1835 



1840 1845 



gag ctg gac acc tac ctg ata ccc cag ate ccc cac age cac tac 
Glu Leu Asp Thr Tyr Leu lie Pro Gin lie Pro His Ser His Tyr 
1850 1855 I860 

tga 



<210> 268 

<211> 1863 

<212> PRT 

<213> Homo sapiens 

Met°Asp 2 Leu Ser Ala Leu Arg Val Glu Glu Val Gin Asn Val He Asn 
15 10 15 

Ala Met Gin Lys He Leu Glu Cys Pro lie Cys Leu Glu Leu He Lys 
20 25 30 

Glu Pro Val Ser Thr Lys Cys Asp His lie Phe Cys Lys Phe Cys Met 
35 40 45 

Leu Lys Leu Leu Asn Gin Lys Lys Gly Pro Ser Gin Cys Pro Leu Cys 
50 55 60 

Lys Asn Asp He Thr Lys Arg Ser Leu Gin Glu Ser Thr Arg Phe Ser 
65 70 75 80 

Gin Leu Val Glu Glu Leu Leu Lys He He Cys Ala Phe Gin Leu Asp 
85 90 95 

Thr Gly Leu Glu Tyr Ala Asn Ser Tyr Asn Phe Ala Lys Lys Glu Asn 
100 105 HO 

Asn Ser Pro Glu His Leu Lys Asp Glu Val Ser He He Gin Ser Met 
115 120 I 25 

Gly Tyr Arg Asn Arg Ala Lys Arg Leu Leu Gin Ser Glu Pro Glu Asn 
7 130 135 140 

Pro Ser Leu Gin Glu Thr Ser Leu Ser Val Gin Leu Ser Asn Leu Gly 
145 150 155 16° 

Thr Val Arg Thr Leu Arg Thr Lys Gin Arg He Gin Pro Gin Lys Thr 
165 170 175 

Ser Val Tyr He Glu Leu Gly Ser Asp Ser Ser Glu Asp Thr Val Asn 
180 185 190 

Lys Ala Thr Tyr Cys Ser Val Gly Asp Gin Glu Leu Leu Gin He Thr 
195 200 205 

Pro Gin Gly Thr Arg Asp Glu He Ser Leu Asp Ser Ala Lys Lys Ala 
210 215 220 



5708 



5711 
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Ala Cys Glu Phe Ser Glu Thr Asp Val Thr Asn Thr Glu His His Gin 
225 230 235 240 

Pro Ser Asn Asn Asp Leu Asn Thr Thr Glu Lys Arg Ala Ala Glu Arg 
245 250 255 

His Pro Glu Lys Tyr Gin Gly Ser Ser Val Ser Asn Leu His Val Glu 
260 265 270 

Pro Cys Gly Thr Asn Thr His Ala Ser Ser Leu Gin His Glu Asn Ser 
275 280 285 

Ser Leu Leu Leu Thr Lys Asp Arg Met Asn Val Glu Lys Ala Glu Phe 
290 295 300 

Cys Asn Lys Ser Lys Gin Pro Gly Leu Ala Arg Ser Gin His Asn Arg 
305 310 315 320 

Trp Ala Gly Ser Lys Glu Thr Cys Asn Asp Arg Arg Thr Pro Ser Thr 
325 330 335 

Glu Lys Lys Val Asp Leu Asn Ala Asp Pro Leu Cys Glu Arg Lys Glu 
340 345 350 

Trp Asn Lys Gin Lys Leu Pro Cys Ser Glu Asn Pro Arg Asp Thr Glu 
355 360 365 

Asp Val Pro Trp He Thr Leu Asn Ser Ser He Gin Lys Val Asn Glu 
370 375 380 

Trp Phe Ser Arg Ser Asp Glu Leu Leu Gly Ser Asp Asp Ser His Asp 
385 390 395 400 

Gly Glu Ser Glu Ser Asn Ala Lys Val Ala Asp Val Leu Asp Val Leu 
405 410 415 

Asn Glu Val Asp Glu Tyr Ser Gly Ser Ser Glu Lys He Asp Leu Leu 
420 425 430 

Ala Ser Asp Pro His Glu Ala Leu He Cys Lys Ser Glu Arg Val His 
435 440 445 

Ser Lys Ser Val Glu Ser Asn He Glu Asp Lys He Phe Gly Lys Thr 
450 455 460 

Tyr Arg Lys Lys Ala Ser Leu Pro Asn Leu Ser His Val Thr Glu Asn 
465 470 475 480 

Leu He He Gly Ala Phe Val Thr Glu Pro Gin He He Gin Glu Arg 
485 490 495 

Pro Leu Thr Asn Lys Leu Lys Arg Lys Arg Arg Pro Thr Ser Gly Leu 
500 505 510 

His Pro Glu Asp Phe He Lys Lys Ala Asp Leu Ala Val Gin Lys Thr 
515 520 525 
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Pro Glu Met lie Asn Gin Gly Thr Asn Gin Thr Glu Gin Asn Gly Gin 
530 535 540 



Val Met Asn lie Thr Asn Ser Gly His Glu Asn Lys Thr Lys Gly Asp 
545 550 555 560 

Ser He Gin Asn Glu Lys Asn Pro Asn Pro He Glu Ser Leu Glu Lys 
565 570 575 

Glu Ser Ala Phe Lys Thr Lys Ala Glu Pro He Ser Ser Ser He Ser 
580 585 590 

Asn Met Glu Leu Glu Leu Asn lie His Asn Ser Lys Ala Pro Lys Lys 
595 600 605 

Asn Arg Leu Arg Arg Lys Ser Ser Thr Arg His lie His Ala Leu Glu 
610 615 620 

Leu Val Val Ser Arg Asn Leu Ser Pro Pro Asn Cys Thr Glu Leu Gin 
625 630 635 640 

lie Asp Ser Cys Ser Ser Ser Glu Glu lie Lys Lys Lys Lys Tyr Asn 
645 650 655 

Gin Met Pro Val Arg His Ser Arg Asn Leu Gin Leu Met Glu Gly Lys 
660 665 670 

Glu Pro Ala Thr Gly Ala Lys Lys Ser Asn Lys Pro Asn Glu Gin Thr 
675 680 685 

Ser Lys Arg His Asp Ser Asp Thr Phe Pro Glu Leu Lys Leu Thr Asn 
690 695 700 

Ala Pro Gly Ser Phe Thr Lys Cys Ser Asn Thr Ser Glu Leu Lys Glu 
705 710 715 720 

Phe Val Asn Pro Ser Leu Pro Arg Glu Glu Lys Glu Glu Lys Leu Glu 
725 730 735 

Thr Val Lys Val Ser Asn Asn Ala Glu Asp Pro Lys Asp Leu Met Leu 
740 745 750 

Ser Gly Glu Arg Val Leu Gin Thr Glu Arg Ser Val Glu Ser Ser Ser 
755 760 765 

lie Ser Leu Val Pro Gly Thr Asp Tyr Gly Thr Gin Glu Ser He Ser 
770 775 780 

Leu Leu Glu Val Ser Thr Leu Gly Lys Ala Lys Thr Glu Pro Asn Lys 
785 790 795 800 



Cys Val Ser Gin Cys Ala Ala Phe Glu Asn Pro Lys Gly Leu lie His 

805 810 815 

Gly Cys Ser Lys Asp Asn Arg Asn Asp Thr Glu Gly Phe Lys Tyr Pro 
820 825 830 
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Leu Gly His Glu Val Asn His Ser Arg Glu Thr Ser lie Glu Met Glu 
835 840 845 

Glu Ser Glu Leu Asp Ala Gin Tyr Leu Gin Asn Thr Phe Lys Val Ser 
850 855 860 

Lys Arg Gin Ser Phe Ala Leu Phe Ser Asn Pro Gly Asn Ala Glu Glu 
865 870 875 

Glu Cys Ala Thr Phe Ser Ala His Ser Gly Ser Leu Lys Lys Gin Ser 

885 890 

Pro Lys Val Thr Phe Glu Cys Glu Gin Lys Glu Glu Asn Gin Gly Lys 
900 905 91 

Asn Glu Ser Asn lie Lys Pro Val Gin Thr Val Asn lie Thr Ala Gly 
915 920 925 

Phe Pro Val Val Gly Gin Lys Asp Lys Pro Val Asp Asn Ala Lys Cys 
930 935 940 



Ser lie Lys Gly Gly Ser Arg Phe Cys Leu Ser Ser Gin Phe Arg Gly 
945 9 50 9 " 

Asn Glu Thr Gly Leu lie Thr Pro Asn Lys His Gly Leu Leu Gin Asn 
965 970 975 

Pro Tyr Arg lie Pro Pro Leu Phe Pro lie Lys Ser Phe Val Lys Thr 

980 985 

Lys Cys Lys Lys Asn Leu Leu Glu Glu Asn Phe Glu Glu His Ser Met 

995 1000 

Ser Pro Glu Arg Glu Met Gly Asn Glu Asn lie Pro Ser Thr Val 
1010 1015 1020 

Ser Thr He Ser Arg Asn Asn lie Arg Glu Asn Val Phe Lys Glu 
1025 1030 1°35 

Ala Ser Ser Ser Asn lie Asn Glu Val Gly Ser Ser Thr Asn Glu 
1040 1° 45 1050 

Val Gly Ser Ser lie Asn Glu He Gly Ser Ser Asp Glu Asn lie 
1055 1060 1° 65 



Gin Ala Glu Leu Gly Arg Asn Arg Gly Pro Lys Leu Asn Ala Met 
1070 1° 75 108 

Leu Arg Leu Gly Val Leu Gin Pro Glu Val Tyr Lys Gin Ser Leu 
1085 10 9 0 1095 

Pro Gly Ser Asn Cys Lys His Pro Glu lie Lys Lys Gin Glu Tyr 

iioo n° 5 1110 

Glu Glu Val Val Gin Thr Val Asn Thr Asp Phe Ser Pro Tyr Leu 
1115 H20 1125 
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